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B =1 ARRAAS- - - - - - - - GPIHISYRDMIK
- MAAATASAAATP- - « - <« x e e momom e e ARRAAPKKP- - - - AAAPEHPSYKEMET
----- PGSPQKRAASPRKSPRK- - - - - - - - - - - - - - - SPKKSPRKASASERRKAKRARASTHERVLEMIQ
----- PASPQKRAASPRRSPKK- - - - - < = < =« =« - = - SPRKSPRKAIAS.RRKAKRARAS.I—.VI EN.Q
----- PGSPQKRAASPRKSPRK- - - - - - - - - - - - - - - SPKKSPRKASASERR: - - - - - AATT

----- AASPQKRAASPRKSPKK: - - - = - = - = - - - - - - SPRKSPKKISPRKRK- - - - ARS/-\lI-.VI DIvlT
-------- MADATAAPAVAPAK- - - - - = - = - - - - - - - SPKK- - - KABAKBKK:- - - - - - PSAHPKYSEMIG
-------- MADATAAPAVAPAK- - - - - - - - « - « - - - - SPKK- - - KABAKPKK- - - - - - PSAHPKYSEMIG
-------- MADATAAPAVAPAK- - - - - = « - « - « - - - - SPKK- - - KABAKPKK- - - - - - PSAHPKYSEMIG
-------- MADATAAPAVAPAK- - - - - - - - « - « - - - - SPKK- - - KABAKPKK- - - - - - PSAHPKYSEMIG
-------- MADATAAPAVAPAK- - - - - - « - « - - - - - - SPKK- - - KABAKPKK- - - - - - PSAHPKYSEMIG
<o - MTENSA- - PAAKP- - = - = - = - 2w e e e e e e e RBSKASKK- - - - - - STDHEKYSDMIL
< - < - MAENSAATPAAKP- - - -« - - =« o s e e e e e e KRSKALKK- - - - - - STDHEKYSDMIL
<o« - MTENSTSAPAAKP- - - -« -« - = <= coe e e e e e KRAKASKK- - - - - - STDHEKYSDMIV
<o« - MTENSTSAPAAKP- - - -« -« - =« o c e e e e e e KRAKASKK- - - - - - STDHEKYSDMIV
<« - MTENSTSTPAAKP- - - - = -« - 2w o s e e e e e e KRAKAAKK- - - - - - STDHEKYSDMIV
------------------------------------------------ ABKK:- - - - - - STlI-.KYSDNlV
<o« - MTENSTSAPAAKP- - - -« -« - =« o coe e e e e e KRAKASKK- - - - - - STlI-.KYSDNlV
- - - - MADTDAAPAAPAPSTPKK- = - = - = < =« =« == == = - - AAKKASKEKT- - - - - - PAII-'KYSDN.A
--------------------------------------------- ARRKR: - - - - - - - ANTHPRVATAYV
--------------------------------------------- ARRRKTA: - - - - - ANSHPRVATMIV
- - - - MADSAPATAAPATPTKAK- = - = < = < =« == <z oz oo KAAABKKBKV- - - - - - PABHERVAQMIN
--------------- MIETTSA- -« === - = == - = - = - - - - KPKVSKBKA: - - - - - KPTHBRTSVMIM
- - - - MBDPAVEVTPAVPVASPA: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHBRVSEMIV
- - - - MBDPAVEVTPAVPVASPA: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHBPVSEMIV
- - - - MBDPAVETAP- VAVASPG: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHBPVSEMIF
- - - - MBDPAVEVTPAVPVASPA: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHLBVSDMIV
- - - - MBDPAI EVAP- VPVASPA: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHERVSDMIV
- - - - MBDPAI EVAP- VPVASPA: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHBRVSDMIV
----------- VAPTTPVASPA: - - - - - KAK- - - - - - KEKKPKTDRVKKEKA- - - - - - PRIHPRVSEMIV
- - - - MBDPAVEVAPTTPVASPA: - - - - - KAK- - - - - - KEKKPKTDRBKKBKA- - - - - - PRIHBPVSEMIV
- - - - MBDPAVEVAPTTPVASPA: - - - - - KAK- - - - - - KEKKPKTDRYKKBKA- - - - - - PRIHBRVSEMIV
- - - - MBDPAVEVARTTPVASPA: - - - - - KAK- - - - - - KEKKPKTDRBKKBKA- - - - - - PRIHBPVSEMIV
- - - - MBDPAVEVAPTTPVASPA: - - - - - KAK- - - - - - KEKKPKTDRBKKBKA- - - - - - PRIHBRVSEMIV
- - - - MBDSAVDVAPTTPVASPA: - - - - - KAK- - - - - - KEKKPKTDRBTKBKA- - - - - - PKIHBRVSEMIV
- - - - MSDPAl EVAPTTPVASPA: - - - - - KAK- - - - - - KEKKPKADRBTKBKA- - - - - - PKIHBRVSEMIV
- - - - MBDPAVEVAP- VPVASPA: - - - - - KAK- - - - - - KEKKPKTDRBTKBKA- - - - - - PKSHBPVSEMIV
- - - - MBDPAPEVAPAAPVASPA: - - - - - KAK- - - - - - KEKKPKSDRBKKBKA- - - - - - PRIHBPVSEMIV
- - - - MBDSAPEI ETPVEEAPKAATPAKSPAKSPGRAKKAKKDGSDREKKPKA: - - - - - | PTHPEVSEMIV
- - - - MBDSAPEI ETPVEEAPKAASPAKSPAKSPGRAKKAKKDGSDREKKPKA: - - - - - | PTHPEVSEMIV
- - - - MBDPAQEVEAPVEAAPVASSPKGKKEKAPKAP- KAEKPKSDREKKPKA: - - - - - APTHPRVSEMIV
- - - - MSDPAQEVEAPVEAAPVASSPKGKKEKAPKAP- KAEKPKSDREKKPKA: - - - - - APTHPRVSEMIV
- - - - MBDPAPEVEAPVEAAPVASPPKGKKEKAPKAP- KAEKPKSDREKKPKV- - - - - - APTHPEVSEMIV
- - - - MBDPAPEI EAPVEAAPVASPPKGKKEKAPK( 8) KAEKPKSDREKKPKV- - - - - - APTHPEVSEMIV
- - - - MBDPAPEI EAPVEAAPVASPPKGKKEKAPK( 5) KAEKPKSDREKKPKV- - - - - - APTHPEVSEMIV
- - - - MBDPAPEI EAPVEAAPVASPPKGKKEKAPK( 5) KAEKPKSDREKKPKV- - - - - - APTHPEVSEMIV
- - - - MBDSVVAVSASPVTPQTASAEKKVAAK- - - - - - KPASASASRAKKITA- - - - - - PPIHERTQEMID
- - - - MBDSVVAVSASPVTPQTASAEKKVAAK- - - - - - KPASASASRAKKITA- - - - - - PPIHEPTQEMID
- - - - MBDSAVATSASPVI VQAASGEKKVSTK- - - - - - KAAATPKSE- KSTAA- - - - - - PPSHERTQGMID
- - - - MBDSAVATSASPVI AQAASGEKKVSTK- - - - - - KGSSTPESK- KSTAA- - - - - - PPSHEPTQGMID
- - - - MBDSAVATSASPVI AQAASGEKKVSTK- - - - - - KAAATPKSE- KSTAA- - - - - - PPSHEPTQGMID
- - - - MBDSAVATSASPVAAPPATVEKKWK- - - - - - KASGSAGTRAKKASA- - - - - - TPSHPETQEMID
----------------- AAPPATVEKKWK- - - - - - KASGSAGTRAKKASA: - - - - - TPEHP- - - - - - -

------------------------- KKWQK- - - - - - KASGSAGTIRAKKASA- - - - - - TPSHPETQEMID
- - - - MBDTAI TEAALPATTSSPAAKKSKVTS- - - - - - AAS- - - - - KKBRV- - - - - - KPSHEPTADMIN
----------------------------------- MAEKNSSKKVTIIKKP- - - - - - - - - ABHPBAAEMIA
------------------------------------------------ [ AAEMIT
------------------------------------- MTDTAKKVTQRKE- - - - - - - - - AAEMIT

-------------------------------------- MAAEQKKVAKKERA: - - - - - K;I—.SSENIL
-------------------------------------- MAAEQKKVAKKERA: - - - - - KPAHPSSSEMIL

----- SDSAVVAA- - - AVEPKVPKAKAAKAA: - - - - - - - - - - KPTRVAKAKA: - - - - - PVAHBRYI NTIIK
- - - - MBDSAWVAA: - - AVEPKVPKAKAAKAA: - - = - = - - - - - KPTRVAKAKA: - - - - - PVAHERYI NTIIK
- - - - MBDSAWVAA: - - AVEPKVPKAKAAKAA: - - = - = - - - - - KPTRVAKAKA: - - - - - PVAHERYI NMIK
----- SDVTVAET- - PAVKTPTKAPKAPKS- - - - - - - - - - - - KTETEPSSKV- - - - - - AABHBPFI NMIK
- - - - MBDVTVAET- - PAVKTPTKAPKAPKS- - - - = = = - = - - - KTTREPKAKV- - - - - - AABHPBFI NVNT
- - - - MBDTWVAS- - - AAVQAPAKTVKSPKAA- - - = - = - = - - - KTTRYPKAKK- - - - - - PVAHBRYI NMIT
- - - - MBDVAVAADT TETPAAPTKASKATKASKATKASKATKAKTTRYPMIKA: - - - - - DABHPPFI NMIT
- - - - MBDVAVAADT TETPAAPTKASKATKASKATKAPKATKAKTTRVPMIKA: - - - - - DABHRPFI NMIT
- - - - MBDVAVAET- - PAVKTPTKASKATKA: - < - = = = == - = = KATEI PKVKV- - - - - - VABHPEFI NMJT
----- AEVAPAPA: - - - - - = - = - - - AAAPAKAP- - - - - - - - - - - KIIKAA- - - - - AKPKK- GELJIV
- - - - MAEVAPAPA: - - - <<« - - - AAAPAKAP- - - - < - < - - - - KRKAA: - - - - AKPKK- BGPSVGEL [V
----- AEVAPAPA: - - - - - = - = - - - AAAPAKAP- - - - - - - - - - - KIKAA- - - - - AKPKK- GELAG
- - - - MBETAPVAA: - - - - PAVSAPGAKAAGKKP- - - - - - - - - - - KRAAGE - - - SKARKI ELNT
- - - - MBETAPVAA: - - - - PAVSAPGAKAAAKKP - - - - - - - - - - KRAAGE - - - AKPRKPAGPSVTELIT
----- SETAPAAA- - - - - PDAPAPGAKAAAKKP- - - - - - - - - - - KFAAGE- - - - AKARKPAGRSVTELIT
- - - - MBETAPAAA: - - - - PDAPAPGAKAAAKKP - - - - - - - - - - KRAAGE - - - AKARKPAGPSVTELIT
- - - - MBETAPAAA: - - - - PAVAXPAAKAAAKKP - - - - - - - - - - KRAAGE - - - AKARKI ELNT
- - - - MBETAPAAA: - - - - PAVAAPAAKAAAKKP- - - - - - - - - - - KRAAGE - - - AKARKPAGPSVTELIT
- - - - MAETAPA: - - - AAPAAAPAPAAKAAAKKP- - - - - = - - - - - KRAAGE - - - AKARKPAGPSVTELIT
- - - - MBETAPAPAAEAAPAAAPAP- AKAAAKKP- - - - - = - - - - - KRAAGE - - - AKARKPAGPSVTELIT
- - - - MAETAPVAA: - PDVAAAPTPAKAAPAKKP- - - - - - - - - - - KRAAGE - - - AKARKPAGPSVTELIT
- - - - MBEAAPAAP- - - - - - AAAPPAEKAPAKKK- - - - - - - - - - AABK- PA- - - - GVRRKASGPRVSELIT
- - - - MSETAPAAP- - - - - - AAAPPAEKAPVKKK- - - - - - - - - - AABK- AG- - - - GTPRKASGPBVSELIT
- - - - MBETAPAAP- - - - - - AAPAPAEKTPI KKK- - - - - « - - - - AREA- AG- - - - GAKRKASGPBVSELIT
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- - - - MBETAPAAP- - - - - - AAPAPAEKTPI KKK- - - - = < - - - = ARRA- AG- - - - GAKRKASGPBVSELT
- - - - MBETAPAAP- - - - - - AAPAPAEKTPVKKK- - - - - - - - - - - AG - - - GAKRKTSGPRVSELT
- - - - MBETAPAAP- - - - - - AAPAPAEKTPVKKK- - - - - - - - - - ARKS- AG- - - - AAKRKASGPBVSELT
- - - - MBETAPAAP- - - - - - AAPAPVEKTPVKKK- - - - - - - - - = GAB- - - - AGKRKASGPBVSEL T
----- SETAPLAP- - - - - - TI PAPAEKTPVKKK: - - - - - - - - - AKJAGAT- - - - AGKRKASGPPVSELIIT
- - - - MBETAPLAP- - - - - - TI PAPAEKTPVKKK- - - - = - - = - = ARRAGAT- - - - AGKRKASGPBVSELT
----- SETAPAET- - - - - - ATPAPVEKSPAKKKA: - - - - - - - TKKABGAG- - - - AAKRKATIGBRVSELIIT
- - - - MBETAPAET- - - - - - ATPAPVEKSPAKKKA: - - - - - - - TKKAAGAG - - - AAKRKATIGPRVSELIIT
- - - - MBETAPAET- - - - - - AAPAPVEKSPAKKKT- - - - - - - - TKKAG - - - - - - AAKRKATGPRVSELIT
------ SEAPAET- - - - - - AAPAPAEKSPAKKKK- - - - - - - - GAG- - - - AAKRKAAGPRVSELIIT
---- MBETAPVAQ - - - - - AASTATEKPAAAKKT- - - - - - - - KKPAKAAA- - - - P- RKKPAGPSVSEL IV
- - - - MBETVPPAP- - - - - - AASAAPEKPLAGKKA: - - - - - - - KKPAKAAA- - - - ASKKKPAGPSVSEL IV
------- AEAAES- - - - - - APAPPPAEPAAKKKK- - - - - - - QQP) SKKPSSGPSVSEQIV
------ MAEAAES- - - - - - APAPPPAEPAAKKKK: - - - - - - QQP SKKPSSGPSVSEQIV
------ MAEAAES- - - - - - APAPPPAEPAAKKKK: - - - - - - QQP GAAKSKKPSBGPSVSEQIV
- - - - MAETASTET- - - - - - TPAAPPAEPKQKKK- - - - - - - - QQPKBAAGE- - - AKAKKPS- GRSASEL IV
- - - - MTETAATET- - - - - - TPAAPPAEPKQKKK- - - - - - - - QUPKBAAGE: - - AKAKKPS- GRSASEL IV
- - - - MAETASTET- - - - - - TPAAPPAEPKQKKKK- - - - - - - QPKBAAGE: - - AKAKKPS- GRSASEL IV
------- TATTET- - - - - - APVAPPAEPAAAKKTKK- - - - - QQPKIIVAGE- - - AKAKKPS- GRSASEL IV
------ MTATTET- - - - - - APVAPPAEPAAAKKTKK- - - - - QQPKIIVAGE - - AKAKKPS- GRSASEL [V
- - - - MAETAPAAA: - - - - - AP- PPPAEAAAKSKR: - - - - - - - QPKESAABGGAKKSKKPS- GRSVSELEV
(14) NBETVPAAS- - - - ASAGVAAVEKLPTKKRG: - - - - - - - - - REPAGL- - - | SASRKVENLSVSKLIT
(14) NBETVPAAS- - - - ASAGLAAVEKLPTKKRG: - - - - - - - - - REPAGL- - - | SASRKVENLSVSKLIT
- - - - MBETVPAAS- - - - ASAGVAAVEKLPTKKRG: - = - = - - - - - REPAGL- - - | SASRKVENLSVSKLIT
- - - - MBETVPAAS- - - - ASAGLAAVEKLPTKKRG: - = - = - - - - - REPAGL- - - | SASRKVENLSVSKLIT
- - - - MBETVPAAS- - - - ASAGVAAMVEKLPTKKRG: - = - = - - - - - REPAGL- - - | SASRKVENLSVSKLIT
- - - - MBETVPAAS- - - - AGAVPAVMVEKPLTKKRG: - = - = - - - - - KEPAGL- - - TSASRKABNLSVSKLIT
----- AETAPAAP- - - - ADSVPASVEKPPAKKRG: - - - - - - - - - KIVGL- - - TGTSRKABSASVSKLIT
- - - - MBETAPAAS- - - - STLVPAPVEKPSSKRRG: - - - = - - - - - KEEG - - - - LAPARKPRGFSVSKLIP
- - - - MBETAPAAS- - - - STLVPAPVEKPSSKRRG: - - - - - - - - - KEEG - - - - LAPARKPRGFSVSKLIP
- - - - MBETAPAAS- - - - STLVPAPVEKPATKRRG: - = - = - - - - - KEEG - - - - MATARKPRGFSVSKLIJP
- - - - MBVELEEALP- - - - VTITAEGVAKKVTKAGG: - - - - - - - - SAAL SPSKKRKNSKKKNQPEKYSGL IV
- - - MPSPSRKSRS- - - - - - - RSRSRSKSPKRSPA: - - - - - - - - - KRARKTPKKPRAAGGVKKPSTLSMIV
- - - MPSPSRKSRS- - - - - - - RSRSRSKSPKRSPA: - - - - - - - - - KRARKITPKKPRAAGGAKKPT TLEMIV
----PSPSRRSRS- - - - - - - RSRSRSKSPKRSPA: - - - - - - - - - KRARKITPKKRRATGGAKKPSTLSMIV
- -« - MAPKKAVAA: - - - - - - PEGGNKENAAVKGS- - - - - - - - - - SRVKVKRKSI KLVKTQEHPETLSMIV
-------- MBSSD- - - - - - - DDVDl PNGDASTPS- - - - - - - - - - PRAI K8RK- - - - - TVTSHBKYNDMI

(12) VQRPTEASKVKEQAPATD- - - - - - KKPRAP- - - - - - - - KEKRPKSAKA: - - - - - - VIHEBYFQMIK
(12) VQRPTEASKVKEQASATEKAVK- EKKPRAP- - - - - - - - KEKRPKSAKA: - - - - - - VIHERYFQMIK
(7) - VQRQTEASKVKEQAPATEKAVK- EKKPRAP- - - - - - - - KEKEPKSAKA: - - - - - - VIHERYFQMIK
(12) EQPPAEAPTAENQPPATKKSVK- EKKPRAP- - - - - - - - REKEPKSAKT- - - - - - - VIHERYFQMIK
------- MAEDKI LK- - = - = - =« = < =« = = - KTP- - - - - - - - AAKRBRKPKT- - - - - - - TEHPBYFQMIK
(12) ATNNFPATEVKVPEEKPEVDTKGRKREKKQ- - - - - - - - KSSMVEKKHKA: - - - - - - PSHPRYFGMIK
(14) - VEVAADAAVDT- - - - PAAN- - - AKAPKAA- - - - - - - - KAKESTGPKKPRV- - - TPAHPSYAEMIS
(14) - VEVAADAAVDT- - - - PAAKP- - AKAPKAA- - - - - - - - KAKESTGPKKPRV- - - TPAHPSYAEMIS
(14) - VEVAADAAVDT- - - - PAAKP- - AKAPKAA- - - - - - - - KAKESTGPKKPRV- - - TPAHPSYAEMIS
(14) - VEVAADAAVDT- - - - PAAKP- - AKAPKAA- - - - - - - - KAKESTGPKKPRV- - - TPAHPSYAEMIS
PVPQ VEVAADAAVDT- - - - PAAS- - - AKAPKAA- - - - - - - - KAKESTGPKKPRV- - - TPAHPSYAEMIS
(14) - VEVAADAAVDT- - - - PAANAKAPKAPKGA:- - - - - - - - KAKESTAPKKPRV- - - TPAHPSYAEMIS

(14) - VEATADPVVET TADAPAGDAKATKATKAK( 4) - - KTPKAKEPSABRKPKA- - - TPAHPTYAEMYT
(14) - VEATADPVAETTAAA- AGDAKPAKATKAK( 5) - - KAPKAKEPSABRKPKA- - - TPAHPTYAEMUS

(13) - VAAAADPVWETTAEPAAGDANAAKETKAK- - - - - - AAKAKEPSABRKPRA:- - - APAHRTYAEMES
(12) - VDAAPEAPADA- - - - PAAP- - - AADANAA: - - - - - - - KAKRATABKK- RA- - - SPTHLBYAEMIUS
(13) - - PVAVDPPAAK- - - - - PAK- - - AKKAKVP- - - - - - - - KEKBASVAK: - - - - - - PALHETYLEMIS
(14) - VPVARDEPVAK- - - - - PCK- - - VTKAKAP- - - - - - - - KEKBASVAKK- - - - - - PALHPTYLEMIS
------------------- AKG - - RKTKNVKEV- - - - - - - - KEKTVABA- - PKKRTVSSHPTYEEMIK
(17) ADAPVTDAAVEKKPAAKG: - - RKTKNVKEV- - - - - - - - KERBTVARA: - PKKRTVSSHPTYEEMIK
(16) ADTTVK- - SPEKKPAAKGEKSKKTTTAKAT- - - - - - - - KKPVKAARP- - TKKKTTSSHPTYEEMIK
(4) PVSAPWPEVTERK- SKRG- - - TKAAAVKVP- - - - - - - - KERBKVI BAKKPKSKGTSSHPSFFEMIS
------- MB- TVAQT- < - = - == === == c = e === ==« =« - = - - KPRITAABKKP- - - - - - LEHPTFAEMIT
------- MBTTAAGP- < - = - =« === ==« == === ==« =« - - - KSKTASTKKP- - - - - - LEHPTYAEMIT
(14) EEEVPVTVTEAPEEAAPPAEDPAPKKGKEL - - - - - - - - KPRBAAAPRKPRSA: - - PAHPEYLEMIT
(18) TEPTTI TEPEVPEKEEPKAEVEKTKKAKGS- - - - - - - - KPRBASKBRNP- - - - - - ASHPTYEEMIK
(13) TEPAVWEAEPAKEDNPPAVESDEPKKEKET- - - - - - - - KAKE- PABPRKRNP- - - PTHPSYFEMIK
(13) TEAVWVEAEPAKEENSPAAEPDEPKKEKE - - - - - - - - EAKE- PABPRKRNP- - - PTHPSYFEMIK
(13) NEPMW- AEPATEEN- PPAETDEPKKEKE - - - - - - - - KAKE- SSAPRKRNP- - - PTHPSYFEMIK
(13) EEQAAP- - ETVKDEANPPAKSG- - KAKKET- - - - - - - - KAKE- PABPRKRSAT- - PTHPBYFEMIK
(14) EEQAAVDTL PPVWNESEEPTAKPKKAAKEP- - - - - - - - KAKBAPAKPR: - - - - - - - FHPTYEEMIK
(14) EEQAAVDTL PPVWNESEEPTAKPKKAAKEP- - - - - - - - KAKBAPAKPR: - - - - - - - FHPTYEEMIK
(14) EEQAAVDTL PPVWNESEEPTAKPKKAAKEP- - - - - - - - KAKRAPAKPR: - - - - - - - HPIYEEMIK
(14) EEPEAVDTL PPVWNESEEPTAKPKKAPKET- - - - - - - - KAKRAPAKPR: - - - - - - - THPTYEEMIK
(14) EEPEAVDTL PPVWNESEEPTAKPKKAPKEP- - - - - - - - KAKRAPAKPR: - - - - - - - THPTYEEMIK
(14) EEPEAVDTL PPVWNESEEPTAKPKKAPKEP- - - - - - - - KAKRAPAKPR: - - - - - - - THPTYEEMIK
(14) EEPAAVDTL PPVWNEAEEPAAKPKKAPKEP- - - - - - - - KAKRAPAKPR: - - - - - - - THPTYEEMIK
( 25) EEPAAVDTL PPVWNEAEEPAAKPKKAPKEP- - - - - - - - PAKPR: - - - - - - - FHPTYEEMIK
------------------------- NGPKAPTTP- - - - - - - - - TKRAAATKSKPK- - - - PNHRTYQUMIS
------------------------- NGPKAPTTP- - - - - - - - - TKRAAATKSKPK- - - - PNHRTYQUMIS
- - = - MADVAAPAPAKSPAAKKAA: - - = - -« == n s ce e me o KKWAT- - - - - - - - - HPBYI TMIS
- - = - MADVAAPAPAKSPAAKKAA: - - = - =« == s o s oce e me o BAKKYAT- - - - - - - - - HPBYI TMIS
- - = - MASDAP- - EVKAPKAKTQK- = - = - =« === <= nce e m e o KTAPT- - - - - - - HPBYI

(15) AAPAAEAPKAKAPKAKAPKQPKAPKAPKEP- - - - - KAPKEREPKABPT- - - - - - - - - HPBYI EMIK
---------------------------------------------------------------- MPAKTA



Hi stone H1

6967152_Eneri cel | a_ni dul ans
6539754 _Ascobol us_i mrer sus
70672_Par echi nus_angul osus
85353_Strongyl ocent r ot us_nudus
103649_Par echi nus_angul osus
70673_Echi nol anpas_crassa
2842453 _Mytilus_edulis
2842459 Mytilus_edulis
2842447 _Mytilus_edulis
2842451 _Mytilus_edulis
2842461_Mtilus_edulis
1403583_Xenopus_| aevi s
1403585_Xenopus_| aevi s
51313_Mus_nuscul us
1346247_Mis_nuscul us
6981004_Rat t us_nor vegi cus
631842_Rat t us_nor vegi cus
288640_Rat t us_nor vegi cus
4808240_Hono_sapi ens
1314714_Schi st osona_nansoni
85365_St rongyl ocent r ot us_pur pu
121920_Pl atynerei s_dunerilii
121917_Pl atynerei s_dunerilii
2564105_Chaet opt erus_vari opeda
1085852_Ti gri opus_cal i fornicus
729660_Chi rononus_t ent ans
2232182_Chi rononus_t ent ans
729664 _Chi rononus_t ent ans
729659_Chi rononus_t ent ans
633704 _Chi rononus_t hunmm
7087_Chi rononus_t hunmi
535595_Chi rononus_t hunmi
454115_Chi rononus_t hunmi
454119_Chi r ononus_t hunmi
535594 _Chi r ononus_t hunmi
535593_Chi rononus_t hunmmi
454121 _Chi rononus_t hunmi
2232176_Chi rononus_t hunmi _t hum
2232178_Chi rononus_t hunmi _t hum
729655_d ypt ot endi pes_bar bi pes
457124 _d ypt ot endi pes_sal i nus
729653_d ypt ot endi pes_bar bi pes
729665_Chirononus_pal lidivitta
729666_Chi rononus_t ent ans
699583_Chi rononus_dorsal i s
454105_Chi r ononus_t hunmm
454117_Chi r ononus_t hurmm
542536_Chi rononus_t humm _t humm
1170157_Dr osophi | a_hydei
7432_Dr osophi | a_hydei
1527211 _Drosophila_virilis
1208204_Drosophila_virilis
11386768_Drosophila_virilis
84998_Dr osophi | a_nel anogast er
70671_Dr osophi | a_nel anogast er
103195_Dr osophi | a_nel anogast er
14269419_Rhynchosci ara_aneri ca
10248_St rongyl ocent r ot us_pur pu
467294 _Par echi nus_angul osus
161403_Psammechinus_niliaris
9617_Lyt echi nus_pi ctus
161518_Strongyl ocentrot us_purp
121921_Strongyl ocentrotus_purp
85364_St rongyl ocent r ot us_pur pu
84445_Caenor habdi ti s_el egans
84444 _Caenor habdi ti s_el egans
7506068_Caenor habdi ti s_el egans
84446_Caenor habdi ti s_el egans
2407325_Caenor habdi ti s_el egans
7494631_Caenor habdi ti s_el egans
7496315_Caenor habdi ti s_el egans
2582563_Caenor habdi ti s_el egans
7439648_Caenor habdi ti s_el egans
70668_Oncor hynchus_nyki ss
121951_Oncor hynchus_nyki ss
70667_Sal no_sp.
121943_Anas_pl atyr hynchos
121944_Gal l us_gal | us
86286_Gal | us_gal | us
63478_Gal | us_gal | us
211835_Gal | us_gal | us
2506498_@Gal | us_gal | us
86291_Gal | us_gal | us
121900_Gal | us_gal | us
86287_Gal | us_gal | us
121905_Mus_nuscul us
12803629_Honp_sapi ens
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Hi stone H1

204595_Rat t us_norvegi cus
287652_Rat t us_norvegi cus
1170151_Mus_nuscul us
11418835_Hono_sapi ens
1170155_Mus_nuscul us
87668_Hono_sapi ens
11418847_Hono_sapi ens
87667_Honp_sapi ens
1082445_Hono_sapi ens
1170154_Mus_nuscul us
70663_0Oryct ol agus_cuni cul us
2292938_Mus_nuscul us
4885373_Hono_sapi ens
70669_Xenopus_| aevi s
121918_Xenopus_| aevi s
2118971_Xenopus_| aevi s
422611_Xenopus_| aevi s
121924_Xenopus_| aevi s
121923_Xenopus_| aevi s
70670_Xenopus_| aevi s
214278_Xenopus_| aevi s
14549637_Buf o_buf o_gagari zans
11418831_Hono_sapi ens
9863665_Hono_sapi ens
14752055_Hono_sapi ens
183751_Hono_sapi ens
1708098_Hono_sapi ens

342114 _Macaca_nul atta
70666_Sus_scrof a_donesti ca
458393_Mus_nuscul us
297754_Mus_nuscul us
6981006_Rat t us_nor vegi cus
12653315_Honp_sapi ens
544469_Mtil us_trossul us
348549_Mtil us_trossul us
262506_Mti |l us_cali f orni anus
214233_Xenopus_| aevi s
1870694_Psamechi nus_miliaris

729668_Lycopersi con_pennel | ii
825521_Lycoper si con_escul entum
7595978_Lycopersi con_chi |l ense
5726575_Ni coti ana_t abacum
1809305_Ar abi dopsi s_t hal i ana
14594811 _Beta_vul gari s
5230781_Triti cum aesti vum
11558848_Triti cum aestivum
5230783_Triti cum aesti vum
5230790_Triti cum aesti vum
5230788_Triti cum aesti vum
121958_Triticum aestivum
7439656_Triti cum aestivum
2980893 _Triti cum aestivum
5230785_Triti cum aesti vum
22321 Zea_mays
6474950_Lilium.l ongifl orum
2641211 _Fritillaria_agrestis
16314_Ar abi dopsi s_t hal i ana
7523700_Ar abi dopsi s_t hal i ana
13430598_Ar abi dopsi s_t hal i ana
6752901_Euphor bi a_esul a
556345_Pi sum sati vum
3204127_Ci cer_ari eti num
2623960_Api um gr aveol ens
81905_Pi sum sati vum
6681423 _Ni coti ana_t abacum
1084419_Ni coti ana_t abacum
3021487_Lycopersi con_escul entu
629668_Lycoper si con_escul entum
13540401_Lens_culinaris
13540405_Lens_culinaris
13540403_Lens_culinaris
13540393_Pi sum sati vum
13540391_Pi sum sati vum
13540395_Pi sum sati vum
13540397_Lat hyrus_sati vus
13540399_Lat hyrus_sati vus
1245478_Di ctyost el i um di scoi de
1708099_Di ctyostel i um di scoi de
2118977_Chl anydononas_r ei nhard
571480_Chl amydononas_r ei nhar dt

349587_Vol vox_carteri

541544 Vol vox_carteri
290687_Eupl ot es_eur yst onus
Consensus/ 80%
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EABSVSCERACVEL AAIK- ABARAG- YBVEKNNS- - RIJKL GBIS- LWGKG! BVOTRCTG - - - - -
STSCERACVEL AAIK- HABARAG- YBVEKNNS- - RIKL ABR- LUNKCVEVOTRGTG: - - - - -
STSCERACGVEL AABIK- HABARAG- YBVEKNNS- - RIKL ABR- LUNKCGVEVOTRGTG - - - - -

EARSVSCERACVEL AABK- [JABARAG- YRVEKNNS- - RIKL ABKR- LUNKGVEVOTECTC:

ETHRRL GERNGSSL AKIIYTEAKKYPW FDQONGRT- - YEKYSIHA- LUONDTHL QVEGIG - - - - - ANGS

AAITAVENRKGSSVQAIRKY! BANNKG NTSHLES- - AVKLAFAK- GEKSCVEVRPRTSAGASG: All

ARITEMINEHGSS\CRIR! BAINKC ITSHLES- - AVELAPAR- CIKEEVEVBLETEAGASG A

AAQAMENRKGSSVQAIRKY! BANNKG NTSRLES- - AVKLAFAK- GEKSCVEVRPETSAGASG:

EVEKKNTEBKGTSVOAIRTR! ESAHPTVDPLRLKF- - LERTAINK- CHEKG! Bl RELNSS- ATG AT-

EARKAL DERKGASVI AlIKHW JIQT YPEVNQTRWKN- - L ERVAIIRR- QUESCLII

L/AL NERGESSPYAVA- /YVERKH- KDEL PANFRKI BGL QEN- SAAKCKE! K

SLNERCCSSPYAVA- YMEDKH- KDEL PANFRKI HGLQEIN- SAAKCKE

ALNERCGCSSPYAVA- BYMEDKH- KDEL PANFRKI HGL QN SAAKCKEI

EABLAL NERGCSSPYAIA- /YTEDKH- KDEL PANFRKI HGL QN SAAKCKEVKI BASYKLS- - -

ML BERNCSSPYANA- BKIIEEKH- KSLLPESFRKTESL QERN- SWAKCKEVKI

L/ALNERGESSPYANA- BFVEQKH- KITVLPSNFRKI BGL QEN- SWSRCKE! KVEASYKLS- - -

AALRERSCSSTI AlIG- BFIIEDKH- KAHLPANFRKI HL TQIEK- LMAAGKETKVECSYKLA- - -

EANIAAL KERSCSST! AlG- FAIEDKH- KAHL PANFRKI BL TONRK- LUAAGKETKVEGSYKLA- - -

-/‘IL_TI ANG- BFIEDKH- KAHL PANFRKI L QK- LWAAGKETKVEGSYKLA- - -

EERSCSST! AlG- BHIERK

TEL RERTCESo Al BB KAKL AR VCLBK. VAT TRVBNEVILS. -
EAIASL RBRTGSSQ AS- BFWENKH- KAH_PANFKKLELVQERK- L TAAGKETKVENSYKI S- - - AKPT
EANASLRERTGSSQYARA- BFWEDKH- KSHPANFKKLELVQEQK- L TAAGKETRVENSYKI S- - - AKPT
VL KERTGSSQARQ BFIIEEKR: KE- L PPIFRKLELLNERR- LVASCKEVKVEASFKLP- - SASAK
VL KERTGSSQARQ KFIEEKR: KE- L PPIFRKLELLNERR- LVASCKEVKVEASFKLP- - SASAK
VilL KERTGSSQARQ BFIIEEKH- K- LPPFRKLEL VNERR- LVASEKEVVBASFKI P- - SARSA
DARSTL KERTGSSQYARN KFWEDKH- KO- LPSNFRKLHLFHERK- LASCKEVVENSFKLP- - SARAA
TSLRERTCSSQYANT- BFEEKH: KB- LPPTYRKLYLL HIK- SYASGKEVRVESSFKLA- - PAAAK
VSLRERTCSSQ-ANT- KFEEKH: KB- LSPIFRKLLL HIBK- SYAAGKEVKVEGSFKLA- - PAKSS
TSLRERTCSSQQMIQ BFHEAKH: KD- LPAVFRKVESNNERK- LWAAGKEVKVEASYKLP- - SAKSS
DARVSLRERNGSSQVARA- BFIIEEKQ KQ LPANFKKLELONIRK- NUASGKE! KVEGSFKLS- - ABAKK
DARVIL KBTGSSQHART- BFIEDKQ: KiV- LPSNFRKL HLVQERK- LASCKEVKVBSSYKLP- - AARSA
VL KBRTGSSQHART- BFIEDKQ: KiV- LPSNFRKLEL VQEEK- LASCKEVVBSSYKLP- - AARSA
ViIL KBRTGSSQYART- BFEDKQ: KV LPSNFRRMEL AEEK- LIVASCKEVVBSSYKLP- - ABKAA
ViIL RERTGSSQHART- BFIIEEKQ: KS- LPSNFKKLELTQUEK- FASEKEVVENSYKLP( 4) PAAA
DARVSLEERNGSSQVARA- BFIEEKQ KQ LPSNFKKL ELVQUEK- L UASCKEVKVEASYKLP- - AKSSA
VELRERNGSSQVARA-

VEL REENGSSQARA- BFIIEEKQ KQ- LPSN o1
VAL EERNGSSQYANA- EFIEEKH- KQ- LPSNFKKLELVQIRK:
EAlIVAL KERNGSSQYANIA- BFIIEEKH- KQ LPSNFKKLELV
VAL KERNGSSQYAIA- KFlIEEKH- TQ LPSNFKKLELV AKSS
VAL RERSGSSQARA- BFIIEEKH- KQ- LPSNFKKLELVQIEK- LVASCKEVVBASYKLP- - AKSTA

VAL GBRSCSS QA BNEEKH KO LPSNFKKLELVCRK- LVASGKEVRVEASYKLP- - AKSTA

PAEK- EFll HDKKFPI
DANTIL RERNGSSL PABK- BFIIENKYGKDI HDKNFAKTHES
-KRTTTTKK-AKRKTSlAIKKAGl@IQSKAKGAQCKAATI RTPSKSAGAREAT
ptl.s.+-+ststh.tlh.+hl.s.h.hs. .hlph. I +p. hl . pthl hps+tph......




Hi stone H1

6967152_Eneri cel | a_ni dul ans
6539754_Ascobol us_i nmer sus
70672_Par echi nus_angul osus
85353_Strongyl ocent r ot us_nudus
103649_Par echi nus_angul osus
70673_Echi nol anpas_crassa
2842453 Mytilus edulis
2842459_MWtilus_edulis
2842447 _MWtilus_edulis
2842451_Mtilus_edulis
2842461_Mtilus_edulis
1403583_Xenopus_| aevi s
1403585_Xenopus_| aevi s
51313_Mus_nuscul us
1346247_Mis_nuscul us
6981004_Rat t us_nor vegi cus
631842_Rat t us_norvegi cus
288640_Rat t us_nor vegi cus
4808240_Hono_sapi ens
1314714_Schi st osona_nansoni
85365_St rongyl ocent r ot us_pur pu
121920_Pl atynerei s_dunerilii
121917_Pl atynerei s_dunerilii
2564105_Chaet opt er us_vari opeda
1085852_Ti gri opus_cal i fornicus
729660_Chi rononus_t ent ans
2232182_Chi rononus_t ent ans
729664 _Chi rononus_t ent ans
729659_Chi rononus_t ent ans
633704_Chi rononus_t hunm
7087_Chi rononus_t hunm
535595_Chi rononus_t hunmi
454115_Chi rononus_t hunmmi
454119_Chi r ononus_t hunmi
535594 _Chi r ononus_t hunmi
535593_Chi rononus_t hunmi
454121 _Chi rononus_t hunmi
2232176_Chi rononus_t humi _t hum
2232178_Chi rononus_t hummi _t hum
729655_d ypt ot endi pes_bar bi pes
457124 _d ypt ot endi pes_sal i nus
729653_d ypt ot endi pes_bar bi pes
729665_Chirononus_pal lidivitta
729666_Chi rononus_t ent ans
699583_Chi rononus_dorsal i s
454105_Chi r ononus_t hunmm
454117_Chi r ononus_t humm
542536_Chi ronomus_t hunm _t humm
1170157_Dr osophi | a_hydei
7432_Dr osophi | a_hydei
1527211 _Drosophila_virilis
1208204_Drosophila_virilis
11386768_Drosophila_virilis
84998_Dr osophi | a_nel anogast er
70671_Dr osophi | a_nel anogast er
103195_Dr osophi | a_nel anogast er
14269419_Rhynchosci ara_aneri ca
10248_Strongyl ocentr ot us_pur pu
467294 _Par echi nus_angul osus
161403_Psanmechinus_niliaris
9617_Lyt echi nus_pi ctus
161518_Strongyl ocentrot us_purp
121921_Strongyl ocentrotus_purp
85364_St rongyl ocent r ot us_pur pu
84445_Caenor habdi ti s_el egans
84444 _Caenor habdi ti s_el egans
7506068_Caenor habdi ti s_el egans
84446_Caenor habdi ti s_el egans
2407325_Caenor habdi ti s_el egans
7494631_Caenor habdi ti s_el egans
7496315_Caenor habdi ti s_el egans
2582563_Caenor habdi ti s_el egans
7439648_Caenor habdi ti s_el egans
70668_Oncor hynchus_nyki ss
121951_Oncor hynchus_nyki ss
70667_Sal no_sp.
121943_Anas_pl atyr hynchos
121944_Gal l us_gal | us
86286_Gal | us_gal | us
63478_Gal | us_gal | us
211835_Gal l us_gal | us
2506498_Gal | us_gal | us
86291_Gal | us_gal | us
121900_Gal | us_gal | us
86287_Gal | us_gal | us
121905_Mus_nuscul us
12803629_Honp_sapi ens
204595_Rat t us_nor vegi cus
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VRLBKKQ- - - - APAKPAPKK- - - < = < =« =« =« =2 o e ommco e PATTTKTAAPKKTATKKADKAEKAEK
VELBKKEKAAAAPKKPAAKK- - - - - < = < =« =« =« oz o oc oo ABAPKKDAAPKKAAAPKKAAAPKSAA
FRVBAVAKPKK- - - - - < = < == =« < x o w e e oeoc e AKKITSAAAKAK- - KAK- AAAAKKARK- -
FRVBAVAKPKK- - - - - = = < =« =« o w e e e oeoe e AKKXXAAAKAK- - KAK- ARAAKK:- - - - -
FRVBAVAKPKK- - - - - < = < =« == o w e e oo AKKISAAAKAK- - KEK- ARARAAAKK- -
FRVBAVKR: - - = - = - =« <« < xox e e e oo SAASANKLRAT- - REK- ARARAKAKK- -
FRI BEAKVVKKK- = - - < = < =« <« cs oo e oo oo PAKAKKAARPK:- - AAKPKKAKSTPKK- -
FRI BEAKVVKKK- - - - < - <« e e e e e PAKAKKAARPK:- - AAKPKKAKSTPKR- -
FRI BEAKVVKKK- - - - < - <« e e e e e e PAKAKKAARPK:- - AAKPKKAKSTPKK: -
FRI BEANVVKKK- - - - < - <« e e e e e e PAKAKKAARPK:- - AAKPKKAKSTPKK: -
FRI BEAKVVKKK- - - - < - <« e e e e e e PAKAKKAARPK:- - AAKPKKAKSTPKK: -
FRLAKADEVKK- - PAKKPKKEI KKAVSP- - - « - « =« =« =« - - - KKAAKPKKAAKSPAKAKKPKVAEKK- -
FRLAKADEGKK- - PAKKPKKEI KKAVSP- - - « - « =« =« =« - - - KKVAKPKKAAKSPAKAKKPKVAEKK- -
FRLAKGDEPKRSVAFKKTKKEVKKVATP- - - « - « -« <« -« - - - KKAAKPKKAA- SKAPSKKPKATP- - - -
FRLAKGDEPKRSVAFKKTKKEVKKVATP- - - « - « =« =« =« - - - KKAAKPKKAA- SKAPSKKPKATP- - - -
FRLAKGDEPKRSVAFKKTKKEVKKVATP- - - « - « -« =« =« - - - KKAAKPKKAA- SKAPSKKPKATP- - - -
FRLAKGDEPKRSVAFKKTKKEVKKVATP- - - « - « =« <« =« - - - KKAAKPKKAA- SKAPSKKPKATP- - - -
FRLAKGDEPKRSVAFKKTKKEVKKVATP- - - « - « =« <« =« - - - KKAAKPKKAA- SKAPSKKPKATP- - - -
FRLAKSDEPKKSVAFKKTKKEI KKVATP- - - « - « <« <« <« - - - KKASKPKKAA- SKAPTKKPKATP- - - -
FRLAD - - -« == mmmmeo s KSVTP- -« s e eme e KKWVARPKTS- - - - - - - - KPKTTP- - - -
FLLAE- -« == mmmmmmmeos KTKTP- - <o ce e e e KKAAAKKATPKKKPAAKKTKKPA: - - -
FRVINKTAL- - - = === == =< - = PKK- - < =< = xmx e e e e KKAAKKPRAK- - KVK- - KPKSAAK- - -
FRVNKTAV- - - = === o< - - PKK- - < =< = s mm e e e e KKAAKKPKAK- - KVK- - KPKSAAK- - -
FRLSAAAK- -« - = === =< =< - - S KKPAKKPAAK- - KAT- - KPKAAAKPKK
FRLAAAAK- - - < === =< - - N KAVAKPKRAK- - TPK- - KKAAATK- - -

FELPAAAKKEKVVKKPTKAAAEKKPKKAAA- KPKKAGEKK- VKKTI AKKPKAA- - AAT- KI KKPVAKTTK
FELPAAAKKEKVVKKPTKTAAEKKPKKAAA- KPKKAGEKK- VKKTI AKKPKAA- - AAAKKVKKPVAKTTK
FELPAAAKKEKVVKK- - - - - TEKKPKKAAA- KPSKAGEKK- VKKTI AKKPKAA- - TAT- KI KKPVAKTTK
FELPAAAKKEKVVKKPKK- VAEKKPKKAAAPKPKKAGEKK- VKKTI AKKPKAA- - TAT- KI KKPVAKTTK
FELPAAAKKEKVVKKVTKKVTEKKPKKAVS- - EPKTGEKK- | KKTI AKKPKVA- - SAT- KI KKPVAKTTK
FELPAAAKKEKVVKKVTKKVTEKKPKKAVS- - KPKTGEKK- VKKTI AKKPKVA- - SAT- KI KKPVAKTTK

FELBVATKKEKVVKP- - KKVAAEKKPKKAAAKPKNAGEKK- VKKTI AKKPKAA- - AAT- KI KKPI AKTTK
FELPVAAKKEKVVKG- - KKVAAEKKPKKAAAKPKNAGEKK- VKKTI AKKPKAA- - AAT- KI KKPVAKTTK
FELPVAAKKEKVVKP- - KKVAAEKKPKKAAAKPKNAGEKK- VKKTI AKKPKAA- - AAT- KI KKPVAKTTK
FELPAAAKKEKVVKP- - KVAAVKK- - - - VAAKPKKAG: - - - VKKTI AKKAKAA- - TAT- KI KKPVAKTTK
FELPAAAKKEKGVKP- - KVAAVKK- - - - VTAKPKKAG- - - - VKKTI AKKPKAA- - TAT- KI KKPVAKTTK
FELPAAAKKEKVVKP- - KVTAVKK- - - - VTAKPKKAS- - - - VKKTI AKKPKAA- - TAT- KI KKPVAKTTK
FELPAAAKKEKVAKKPMKAT GEKKPK- - AAAKPKKAGEK- - - KKSI AKKPKAA- - TAT- KVKKPVAKSTK
FEMPPPAK- - KVDK- - - - PEAAPKKK- APRPKREI EKK- - - EKKVWAKKPKPA- - VEK- KAAKPAAKK- -
FEMPPPAK- - KVDR- - - - PESAPKKK- ATKTKTRVERK- - - EKKVWAKKPKPA- - VEK- KAAKPAAKK- -
FELPPAAK- - KVDK- PKKAPAAPKPK- STN- KRVTGEKKV- VKKPAAKKPEAK- - KAT- KAAKPAAKK- -
FELPPAAK- - KVDK- PKKAPATPKPK- STKPKRVTGEKKV- VKKPAAKKPEAK- - KAT- KAAKPAAKK- -
FELPPAAK- - KVEKKPKKVPATPKPK- STKPKRVTGEKKV- VKKPAAKKPEAK- - | AT- KAVKPAAKK- -
FELPPAAK- - KVEKKPKKVPSTPKPK- TTKPKRVTGEKKV- VKKPAAKKPEAK- - KAT- KTAKPAAKK- -
FELPPAAK- - KVEKKPKKVPSTPKPK- TTKPKRVTGEKKV- VKKPATKKPEAK- - KAT- KAAKPATKK- -
FELPPAAK- - KVEKKPKKVPSTPKPK- TTKPKRVTGEKKV- VKKPAAKKPEAK- - KAT- KAAKPATKK- -
FELSASSKKEPKPKVSSVEKKSKKVTSSAAAAKKK:- - TI S- ATKKBKGVABKK:- - L SKAVVTKKSVDKKK
FELSASSKKEPKPKVSSVEKKSKKVTSSAAAAKKK:- - TI S- ATKKBKGVABKK:- - L SKAVVTKKSVDKKK
FELSRSAKKDAKPKASAVEKKTKKVNASAAAATKRSSSTS- TTKKAAGAADKK- - L SKSAAAKKNVEKKK
FELSASANKDAKPKASAVEKKTKKVNASAARATKSKSSTS- TTKKAAGAADKK- - L SKSAAAKKNVEKKK
FELSRSAKKDPKPKASAVEKKTKKVNASAARATKKKSSTS- TTKKAAGAADKK- - L SKSAPTKKSVEKKR
FELSASAKKEKDPKAKSKVL SAEKKVQSKKVASKK- | GVS- SKKTAVGAADKKPKAKKAVATKKTAENKK
FELSASAKKEKDPKAKSKVL SAEKKVQSKKVASKK- | GVS- SKKTAVGAADKKPKAKKAVATKKTAENKK

AlL------- KDPKAKSKVL SAEKKVQSKKVASKK- | GVS- SKKTAVGAADKKPKAKKAV- - - - - - - - - -
FELSATGKVKSEESAPKKAVARPKKTKTVTSEKKP- - - - - - KVKKVASPAKKK- - - - - - - PADKSAEKKK
FEVNVQAAKAQASEKAKKEKEKAKL LAQREKAKEK:- - - - - - - - GOSEEGETAEGSRPKKVKAAPKK:- - - -
FELNVQAAKAQAAEKAKKGKEKAKL QAQLEKAKAK- - - - - - - - AAAKKEKQQKAT AAKKAKAAPKKKP- -
[l R R TR
FELEKVKAGKTEAQKARAAAKKAKL AAKKKEQKEK:- - - - - - - - KAAKTKARKEKL AAKKAAKKAAKK- - -
FELEKKKEGKSDAQKARI AAKKAKLAAKKKEQREK:- - - - - - - - KALKTKARKEKVAAKKAAKKATKKTKK
FELEKKKEGKSDAQKAPDAAKKAKL AAKKKEAKEK:- - - - - - - - KAARSKAKKEKL AAKKASKKTTKK- - -
FELEKKKEGKSDAQKARDAAKKAKL AAKKKEAKEK:- - - - - - - - KAARSKAKKEKL AAKKASKKTTKK- - -
FRVBEKAAAAKKPA- - - - = = = = = === - - - - AAKKPAA- - - - - AKKPAAAKKAT- - GEKKAKKPAAAKP- -
FRVBEKAAAAKKPA- - - - = - = = === - - - - AAKKPAA- - - - - AKKPAAAKKAT- - GEKKAKKPAAAKP- -
FRVBEKAAAAKKPA- - - - = - = = === - - - - AAKKPAA- - - - - AKKPAAAKKAT- - GEKKAKKPAAAKP- -
FRVBEK- AAATKKP- - - - = - = - == o oo - - VAK- - = === e - - KPVAKKAAT- - GEKKAKKTTVAK:- - -
FRVAEK- AAATKKP- - - - = - = == oo oo - VAK- - = === e - - KPVAKKAAT- - GEKKAKKTTVAK:- - -
FRVIIEKKAAAAKKP- - - - - = = = - - == - - - - VAKKAAT GEK- KAKKPVAQKAAT - - GEKKAKKTTATKT- -

FRLAEKTASVAKSPAAAKKDAT GEKKATTTVAKKAATGEK- KATTIEVAKKAAT- - GEKKATTTVAKKAAA
FRLAEKTASVAKSPAAAKKDAT GEKKATTTVAKKAATGEK- KATTIEVAKKAAT- - GEKKATTTVAKKAAA

FR- - - - LAVAEKPP- - -« - <o e e ma e o e AVKKAATGEQ KVMVKIIVAKKAVS- - GDK- AKKTVAKK:- - -
FRLINKK- - AVEAKKPAKKAA: - < - < = < <= == 2 xccoc o e PKAKRVAAKKPAAAKKPKKVAAKK
FRLINKK- - AVEAKKPAKKAA: - < - < =« <= == 2 xccccoee o PKAKKVAAKKPAAAKKPKKVAAKK
FRLNKK- - AVEAKKPAKKAA: - < - < = < == == 2 x oo ccoc e BPKAKKVAAKKPAAAKKPKKVAAKK
FRLNKKPGETKEKATKKK- P- - < - < <« <= =22 xcccc e e AKPKRPAAKKPASAAK:- - - - KPKK
FRLNKKPGETKAKATKKK- P- - < -« <« <= =22 xcccc e e AAKPKEPAAKKPAAAAK- - - - KPKK
FRLINKKPGEVKEKAPRKRAT- - = - = = = = = == < =« 2 c o cocoe o AKPKRPAAKKPAAAAK:- - - - KPKK
FRLINKKPGEVKEKAPRKRAT- - = - = = = = = == - =« 2 c o coc e AKPKRPAAKKPAAAAK:- - - - KPKK
FRLSKKPGEVKEKAPRKRTP- - - - « <« <= === xccococ e AAKPKRPAAKKPASAAK:- - - - KPKK
FRLSKKPGEVKEKAPRKRTP- - - « - = = =« <« cccc e e o AAKPKRPAAKKPASAAK:- - - - KPKK
FRLSKKPGEGLEKAPKKKAS- - - - = - = == = =« o e ccce e o AAKPKRAAAKKPAAAAK:- - - - KPKK
FRLSKKPGEVKEKAPKKKAS- - - - = - = - = - = =« o cccce e AAKPKRPAAKKPAAAAK:- - - - KPKK
FRLSKKSGDVKEKAPKKKTP- - -« - « - = = - =« o xcece e e AAKPKRPAAKKPAAAAK:- - - - KPKK
FRLNKKAASGEAKPQAKKAG: - - - = - = - = - = - =« < xccce e o AAKAKKPAGAAKKPKKAT GAATPKK
FRLNKKAASGEAKPKVKKAG: - - - = - = = - = - =« < c o e ce oo BT KPKKPVGAAKKPKKAAGGATPKK
FRLNKKAASGEAKPKAKKAG: - - - = - = = - = - =« < xccce e o AAKAKKPAGAAKKPKKATGTATPKK



Hi stone H1

287652_Rat t us_norvegi cus
1170151_Mus_nuscul us
11418835_Hono_sapi ens
1170155_Mus_nuscul us
87668_Hono_sapi ens
11418847_Hono_sapi ens
87667_Hono_sapi ens
1082445_Hono_sapi ens
1170154_Mus_nuscul us
70663_0Oryct ol agus_cuni cul us
2292938 _Mis_nuscul us
4885373_Hono_sapi ens
70669 _Xenopus_| aevi s
121918_Xenopus_| aevi
2118971_Xenopus_| aevi
422611_Xenopus_| aevi
121924_Xenopus_| aevi
121923_Xenopus_| aevi
70670_Xenopus_| aevi
214278_Xenopus_| aevi s
14549637_Buf o_buf o_gagari zans
11418831_Hono_sapi ens
9863665_Hono_sapi ens
14752055_Hono_sapi ens
183751_Hono_sapi ens
1708098_Hono_sapi ens
342114 _Macaca_nul atta
70666_Sus_scrof a_donesti ca
458393_Mus_nuscul us
297754_Mus_nuscul us
6981006_Rat t us_nor vegi cus
12653315_Honp_sapi ens
544469_Mtil us_trossul us
348549_Mtil us_trossul us
262506_Mytil us_cal i forni anus
214233_Xenopus_| aevi s
1870694_Psamechi nus_miliaris
729668_Lycopersi con_pennel | ii
825521_Lycoper si con_escul entum
7595978_Lycopersi con_chi |l ense
5726575_Ni coti ana_t abacum
1809305_Ar abi dopsi s_t hal i ana
14594811 _Beta_vul gari s
5230781_Triti cum aestivum
11558848_Triti cum aestivum
5230783_Triti cum aesti vum
5230790_Triti cum aesti vum
5230788_Triti cum aesti vum
121958_Triti cum aestivum
7439656_Triti cum aestivum
2980893_Triti cum aesti vum
5230785_Triti cum aesti vum
22321 Zea_mays
6474950_Lilium]longiflorum
2641211 Fritillaria_agrestis
16314_Ar abi dopsi s_t hal i ana
7523700_Ar abi dopsi s_t hal i ana
13430598_Ar abi dopsi s_t hal i ana
6752901_Euphor bi a_esul a
556345_Pi sum sati vum
3204127_Ci cer_ari eti num
2623960_Api um gr aveol ens
81905_Pi sum sati vum
6681423 _Ni coti ana_t abacum
1084419_Ni coti ana_t abacum
3021487_Lycopersi con_escul entu
629668_Lycoper si con_escul entum
13540401_Lens_culinaris
13540405_Lens_culinaris
13540403_Lens_culinaris
13540393_Pi sum sati vum
13540391_Pi sum sati vum
13540395_Pi sum sati vum
13540397_Lat hyrus_sati vus
13540399_Lat hyrus_sati vus
1245478_Di ctyost el i um di scoi de
1708099_Di ctyost el i um di scoi de
2118977_Chl anydononas_r ei nhard
571480_Chl anydonpnas_r ei nhar dt
349587_Vol vox_carteri
541544 _Vol vox_carteri
290687_Eupl ot es_eur yst onus
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FRLNKKAASGEAKPKAKKAG: - - - = = = = == == m o m o e e me e oo 2 AAKAKEPAGAAKKPKKATGTATPKK
FRLNKKAASGEAKPKAKRAG: - - = = = = = === === oo e e e e e oo 2 AAKAKKPAGAAKKPKKAAGT ATAKK
FRLNKKAASGEAKPKAKKAG: - - = = = = = == === o m o mm e e e oo 2 AAKAKEPAGAAKKPKKATGAATPKK
FRLNKKAASGEAKPKAKKAG: - - - = = = = == == m o mmmmme oo oo AAKAKKPAGAAKKPKKATGAATPKK
FRLNKKAASGEGKPKAKKAG: - - = = = = = == === o e o e e e e e oo 2 JAAKPREPAGAAKKPKKVAGAATPKK
FRLNKKAASGEGKPKAKKAG: - - = = = = = == === o m o e e e e e oo o JAAKPREPAGAAKKPKKVAGAATPKK
FRLNKKAASGEAKPKAKKAG: - - = = = = = == == m o e o mm e e e oo 2 AAKAKEPAGAT- - PKKAKKAAGAKK
FELNKKAASGEAKPKAKKAG: - = = == === = m s mmmemmm e e BAAKAKEPAGAT- - PKKAKKAAGAKK
FELNKKAASGEAKPKAKKTG: = = = == === = mmmmmemm e e oo AAKAKEPAGAT- - PKKPKKTAGAKK
FELPKKAASGEAKPKPKKAG: - - = = = === = s s e mmemm e e e oo AAKPKEPAGAT- - PKKPKKAAGAKK
FELNKKA- - - ESKAI TTKVS- = - - = - mc s e em e e e e VK- - ARASGAAKKPKKTAGAAAKKT
FELNKKASSVETKPGASKVA:- - - = = = === s cmmemeem e oo [TK- - TRATGASKKLKKATG- ASKKS
FELNKKQL QSKDKAAAKKKAPL- - = = = = = = o e e ea e e o e AA- EAKKPAAAAKKTA- KSPKKPKKV
FELNKKQL QSKDKAAAKKKAPL- - = = = = = = e e e e e e o e AA- EAKKPAAAAKKTA- KSPKKPKKV
FRLNKKQL QSKDKAAAKKKAPL- - = = = = = = oo e e ae e e o e ABAKAKEPAAAAKKTA- KSPKKPKKV
FRELNKKQLETKVKAVAKKKL- = = = = = ==« m o m e e iee e e o e VABKAKKPVT- AKKKP- KSPKKPKKV
FELNKKQLETKVKAVAKKKL- = = = = = === s o cmmiee e e o VABKAKKPVA- AKKKP- KSPKKPKKV
FELNKKQLETKVKAVAKKKL- = = = = = === s o cmmeee e e o VABKAKKPVT- AKKKP- KSPKKPKKV
FELNKKQLETKDKA- AKKKP- = = = = ===« s e ee e e e AARKAKKTAAGAKKAP- KSPKKPKKV
FRLNKKQLETKDKA- AKKKP- - - - - = - = - - - - o oo oo oo oo oo ABBKAKKTAAGAKKAP- KSPKKPKKV
FRLINKKQRESKNKAAKKKKP- - - - - - - - - < oo oo oo oo oo AAKEPAAT AAKKPAKSPKKPKKA
FRLBKKVI PKSTRSKAKKSV- - - - = = = = =< oo oo oo oo oo SAKTKELVL SRDSKSPKT- - - - - - -

FRLEBKKVI PKSTRSKAKKSV- - - - = = = = = < oo oo oo oo oo SAKTKELVL SRDSKSPKT- - - - - - -

FRLBKKVI PKSTRSKAKKSV- - - - = = = = = < oo oo oo oo oo SAKTKELVLSRDSKSPKT- - - - - - -

FRLBKKVI PKSTRSKAKKSV- - - - = = = = =< oo oo oo oo oo SAKTKELVL SRDSKSPKT- - - - - - -

FRLEBKKVI PKSTRSKAKKSV- - - - = = = = << oo oo oo oo oo SAKTKELVL SRDSKSPKT- - - - - - -

FRLSKKVLPKSTRRKANKSA- - - - = = = = === o oo oo oo oo oo oo SAKTKELVLSRDSKSPKT- - - - - - -

FRLSKKAAPEPRKGKVKKPA- - - - = = = = =< oo oo oo oo oo AAKTKEL VL SRDSKSPKS- - - - - - -

FRLSKKAASGNDKGKGKKSA- - = = = = = = = = == m o oo e e e oo oo o SAKAKEMGLPRASRSPKS- - - - - - -

FRLSKKAASGNDKGKGKKSA- - - = = = = = == == m o oo e e e oo oo 2 SAKAKEMGLPRASRSPKS- - - - - - -

FRLSKKAASGNDKGKGKKSA- - = = = = = = = = === oo oo e me e oo o SAKAKKL GLSRASRSPKS- - - - - - -

FELNRKKLEGGGERRGAPAA: - - - = = === s o mmmmem e e o ATAPAPTAHKAKKAAPG: - - - - - -

FRVEBKAPASPKK- - = = = = =« oo e e e e BKKARSPK- - - - - - - - KKSSK- - -

FRVBKAPASPKK- - = = = = =« s e e e e e BKKARSPK- - - - - - - - KKSSKKSK
FRVBKAPSSPKKK- = = = = = == c e e e o BKKAKSPK- - - - - - - - KKSSKKSS
FELAKPVKTTKAGKENVASENVDPNAEQETQKKAPKKE- - - - - - KKAKTEREPKGEKTKAVAKKAKEDSD
FELEKPPKPAKKAEKKKEKKKKVAAGKKKTAKSPTKK( 28) PPYKKNRAKKQPMVEKPNSKKAVQSRPRSA
KETHTK------------ TSTKKLPKADSKKKPRS- - - - - - TRATATAAKKTEVPKKAKAT PKPKKVGAK
KETHTK------------ TSTKKLPKADSKKKPRS- - - - - - TRATSTAAKKTEVPKKAKAT PKPKKVGAK
KETHTK------------ TSTKKLLKADSKKKTRS- - - - - - TRATATAAKKTEVPKKAKAT PKPKKVGAK
KERI T------------- ASTKKVPKADSKKKPRS- - - - - - TRSATATAKKTEVPKKAKL TQKPKKVGAK
M TRQQD- - --------- KKNKKNVKQEDKEI TKR- - - - - - TRSSSTRPKETVSVNKQEKKRKVK:- - - - -

KRSEKG- - - ----------- SKS- - RSSSSSTTKA- - - - - - ARANAAKEPTKRRRPKSKSVSKI DNPPVN
AAVKP- - - - - - o oo KTATKKKPAAKPKAKAPA- - - - - - - KKTAAKSPAK- - - - KAAAKPKAKAPAKA
AAVKP- - - - - - - - - - - - KTATKKKPAAKPKAKAPA- - - - - - - KKTAAKSPAK- - - - KAAAKPKAKAPAKA
AAVKP- - - - - - - - - - - - KTATKKKPAAKPKAKAPA- - - - - - - KKTAAKSPAK- - - - KAAAKPKAKAPAKA
AAVKP- - - - - - - - - - - - KTATKKKPAAKPKAKAPA- - - - - - - KKTAAKSPAK- - - - KAAAKPKAKAPAKA
AAVKP- - - - - - - - - - - - KTATKKKPAAKPKAKAPA- - - - - - - KKTAAKSPAK- - - - KAAAKPKAKAPAKA
AAVKP- - - - - - - - - - - - KTATKKKPAAKPKAKAPA- - - - - - - KKTAAKSPAK- - - - KAAAKPKAKAPAKA
AAPKKPKT- - - - - - - - - KAPAKKKPAAKKK- - APA- - - - - - - KKPAAKSPAK- - - KKPAAKPKAKAPAKT
AAPKKPKT- - - - - - - - - KAPAKKKPAAKK- - - APA- - - - - - - KKPAAKSPAK- - - KKAAAKPKAKAPAKT
ARPK- - - - - - - - - - PAAKKKPAAKKK- - APA- - - - - - - KKTATKTKAKAPAKKSAAKPKAKAPAKT
PNPKP- - - - - - - - - - KAAPKKPKTGAKKPKAA- - - - - - - AKPKAKTPAK- - - AKPATKPKPAAKPKA
TATKPKK- - - - - - - - - - - TSAKSTTVAKPKSAAAK- - - - - - - PKSTAAKVKK- - - - - AAVKPKPKSAAVK
PAAKPK- - - - == - - e e o - SAAVKPKSAATK- - - - - - - LKSAAKKVKK- - - - - AAVKPKPKSAAVK
AS- SPKAAAEKSAP- - - - AKKKP- ATVAVTKAKR- - - - - - - - KVAAASKAKKTI AVKPKTAAAKKVTAKA
AS- BPKAAAEKSAP- - - - AKKKP- ATVAVTKAKR- - - - - - - - KVABASKAKKTI AVKPKTAAAKKVTAKA
ATPKPAAPVKKKAT- - - - WAKPKGKVAAAVAPA:- - - - - - - - KAKAAAKGT KKPAAKVWAKAKVTAKPKA
PA----- PALAKKP- - - - TI PKP- - KVAAKPKTA- - - - - - - - KI GAKPKARAKVAAKTKATTKTVAKKI P
LR APAKTS- === mmmmmmmm e BATKAPKAVTKP- - - - SAKTVTKP
R R AKPKAATAP- - - = - = - ma e mee o BATKEAKAVTKP- - - - AAKAATKP
APAKKKPAAAPAKKKAAAAPAKKKT AAAPKKKAAAAP( 6) - AKAKPAAKPRAKAVVKP- - - - KAKAAVKP
Preee e AVAKPKAKTAAKAKS- - - - - - - - VKAKPAAKPRAKAVVKPKVASKAKAVAAK
APKBAATA- - - - - - - - - - PVKK- KPAAKPKAT- - - - = = = - - - KAKPKPKPEK- - - TVAPKAKTATKPKAKP
APKBAATA- - - - - - -- - - PAKK- KPGAKPKAT- - - - - = - - - - KAKPKPKPE- - - TVAPKAKTATKPKAKQ
APALAKKK- - - = = - - - - - SI AKPKAAQAKKAT- - = = = - = - - - KAKPKPKPK- - - VAAPKAKTATKSKAKP
AVPAKKKP- - - - - - - - - - AAAKSKPAAKPKAAVK- - - - - - - PKAKPAAKARPAAKAKPAAKAKPAAKAKP
PRPAKKP- - - - - - - - - - - AASKPKAKPKAKPAAK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
PRPAKKP- - - - - - - - - - - AASKPKAKPKAKPAAK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
PKPAKKP- - - - - - - - - - - AASKPKAKPKAKPAAK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
AKRPAKKPA- - - - ------ AAAKSKAKPKAKAATK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
AKRPAKKPA- - - - ------ AAAKSKAKPKAKAATK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
AKRPAKKP- - - - - - - - - - - AAAKSKAKPKAKAATK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
AKRPAKKP- - - - - - - ---- AASKSKAKPKAKAATK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
AKRPAKKP- - - - - - - ---- AASKSKAKPKAKAATK- - - - - - - SKAKPAAKAKPAAKAKPAAKAKPAAKAKP
KEHQATLG -------- PVAKKPKAKTTATSTETT- - - - - - - AAPPATPTKKAAPKKPAAKL L QPQPKLP
KEHQATLG -------- PVAKKPKAKTTATSTETT--- - - - - AAPPATPTKKAAPKKPAAKAASTSTKTA
KAAKKAAT- - - - - - - - - - - - - PKKAAAPKKEGAVK- - - - - - - KTKAPKKEGEK- - - KPKSAKKAEKKPKK
KAAKKAAT- - - - - - - - - - - - - PKKAAAPKKEGAVK- - - - - - - KTKAPKKEGEK- - - KPKSAKKAEKKPKK
SKAKAAAKP- - - - - - - - - KAAPKKAAAPKKAAAPK- - - - - - - KAKAPKKEGEKKAVKPKSEKKAAK- PKT
AKAKKSTP- - - - ---------- KKAKADG- EAKPK- - - - - - - KSEAKPKKAEAVK- KTKAPKEKVERPKK
REASTKRS- - = === smm s e e e e ATKKTTAAPAAAAAPATDAPAAAATP
hehs. . ssh..c....h....h.........



Hi stone H1

6967152_Eneri cel | a_ni dul ans
6539754_Ascobol us_i nmer sus
70672_Par echi nus_angul osus
85353_Strongyl ocent r ot us_nudus
103649_Par echi nus_angul osus
70673_Echi nol anpas_crassa
2842453 Mytilus edulis
2842459_MWtilus_edulis
2842447 _MWtilus_edulis
2842451_Mtilus_edulis
2842461_Mtilus_edulis
1403583_Xenopus_| aevi s
1403585_Xenopus_| aevi s
51313_Mus_nuscul us
1346247_Mis_nuscul us
6981004_Rat t us_nor vegi cus
631842_Rat t us_norvegi cus
288640_Rat t us_nor vegi cus
4808240_Hono_sapi ens
1314714_Schi st osona_nansoni
85365_St rongyl ocent r ot us_pur pu
121920_Pl atynerei s_dunerilii
121917_Pl atynerei s_dunerilii
2564105_Chaet opt er us_vari opeda
1085852_Ti gri opus_cal i fornicus
729660_Chi rononus_t ent ans
2232182_Chi rononus_t ent ans
729664 _Chi rononus_t ent ans
729659_Chi rononus_t ent ans
633704_Chi rononus_t hunm
7087_Chi rononus_t hunm
535595_Chi rononus_t hunmi
454115_Chi rononus_t hunmmi
454119_Chi r ononus_t hunmi
535594 _Chi r ononus_t hunmi
535593_Chi rononus_t hunmi
454121 _Chi rononus_t hunmi
2232176_Chi rononus_t humi _t hum
2232178_Chi rononus_t hummi _t hum
729655_d ypt ot endi pes_bar bi pes
457124 _d ypt ot endi pes_sal i nus
729653_d ypt ot endi pes_bar bi pes
729665_Chirononus_pal lidivitta
729666_Chi rononus_t ent ans
699583_Chi rononus_dorsal i s
454105_Chi r ononus_t hunmm
454117_Chi r ononus_t humm
542536_Chi ronomus_t hunm _t humm
1170157_Dr osophi | a_hydei
7432_Dr osophi | a_hydei
1527211 _Drosophila_virilis
1208204_Drosophila_virilis
11386768_Drosophila_virilis
84998_Dr osophi | a_nel anogast er
70671_Dr osophi | a_nel anogast er
103195_Dr osophi | a_nel anogast er
14269419_Rhynchosci ara_aneri ca
10248_Strongyl ocentr ot us_pur pu
467294 _Par echi nus_angul osus
161403_Psanmechinus_niliaris
9617_Lyt echi nus_pi ctus
161518_Strongyl ocentrot us_purp
121921_Strongyl ocentrotus_purp
85364_St rongyl ocent r ot us_pur pu
84445_Caenor habdi ti s_el egans
84444 _Caenor habdi ti s_el egans
7506068_Caenor habdi ti s_el egans
84446_Caenor habdi ti s_el egans
2407325_Caenor habdi ti s_el egans
7494631_Caenor habdi ti s_el egans
7496315_Caenor habdi ti s_el egans
2582563_Caenor habdi ti s_el egans
7439648_Caenor habdi ti s_el egans
70668_Oncor hynchus_nyki ss
121951_Oncor hynchus_nyki ss
70667_Sal no_sp.
121943_Anas_pl atyr hynchos
121944_Gal l us_gal | us
86286_Gal | us_gal | us
63478_Gal | us_gal | us
211835_Gal l us_gal | us
2506498_Gal | us_gal | us
86291_Gal | us_gal | us
121900_Gal | us_gal | us
86287_Gal | us_gal | us
121905_Mus_nuscul us
12803629_Honp_sapi ens
204595_Rat t us_nor vegi cus
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PK- - - - TKKTNAGVKKPAGRPKANTAKPRKASTAAPAVVD- - - - KPKVVSVTKSGR- - KTTTTAKPTEK-
AK:- - - - KKLLDA- BKAAAKKPAAKKAAAPKK- VAAPVEKP- - - - APVKTTTTKSGRVTKASTTSKPAPKK

-------- AKABABRKAALAK- KKAAAAKRKAAAKAKKAK:- - - - KPKKKAAKKAK:- - - - - - - KPAKKSPK
-------- AKABABRKAALAK- KKAAAAKRKAATKAKKAK:- - - - KPKKKTA:- - AK- - - - - - - KAKKPAAK
-------- Al - RKAAAAKRRAAKKARKAK: - = - AKP- - < - < =« =« <« s w o oo oo
-------- KKPAABKPAGEKK- AAKPKAKKPAAKKAAKPK- - - - KPAAKSP- - - - - - - - - - - - - - AKKK
-------- KKPAARKPAGEKK- AAKPKAKKPAAKKAAKPK- - - - KPAAKSP- - - - - - - - - - - - - - - AKKK
-------- KKPAARKPAGEKK- AAKPKAKKTAAKKAAKPK- - - - KPAAKSP- - - - - - - « - - - - - - - AKKK
-------- KKPAARKPAGEKK- AAKPKAKKPAAKKAAKPK- - - - KPAAKSP- - - - - - - - - - - - - - - AKKK
-------- KKPAARKPAGEKK- AAKPKAKKPAAKKAAKPK- - - - KPAAKSP- - - - - - - - - - - - - - - AKKK
------- VKKAPKEBKPAPSPRKAKKTKTVRAKPVWASK- - - - - - AKKAKPSKP- - - « - « <« <« <= o<« -
------- VKKVAKEKPAPSPKKAKKTKTVKAKPVRASK- - - - - - VKKAKPSKP- - - « - « =« <« <= <= < -
------- VKKA- KKPAATPKKAKKPKVVKVKPVKASK- - - - - - PKKAKTVKP- « - « - « <« <« <= oo o
------- VKKA- KKPAATPKKAKKPKVWKVKPVKASK- - - - - - PKKAKTVKP- « - « - « <« <« <« oo o
------- VKKA- KKPAATPKKAKKPKI VKVKPVKASK- - - - - - PKKAKPVKP- « - « - « =« <« <« o<« -
------- VKKA- KKPAATPKKAKKPKI VKVKPVKASK- - - - - - PKKAKPVKP- - « - « =« <« <= oo« -
------- VKKA- KKPAATPKKAKKPKI VKVKPVKASK- - - - - - PKKAKPVKP- « - « - « <« <« <= oo o
------- VKKA- KKL AATPKKAKKPKTVKAKPVKASK- - - - - - PKKAKPVKP- « - « - « <« <« <= oo o -
-------- KKVETKP- - - - - = - = = - KVWWKPKSTT- = - = = = = - o xoeom e e e e

»»»»»»»» AKKATRKPAKKP- - AAKKKVAKPAAKKAAKPV- - - - AKKATPKKK- - - - « - < = = = = = = < - - -
-------- KKTNRARAPKTKK- = - NRNF = = = = = = = « = = = <« <« @ o x e o e e e e e e

PK- - - - TPKKKAAAKPKKEKK- - - EKKAKTPKKAKAAVKK- - - - TPKKAAAKPKT- - - - - - - VKKAAKPK
»»»»»»»» KPTGERKAKTPKK- - - KPAAKKPAAAKPKKAK- - - - TPKKKAAP- - - - - - - - - - AKKTPVKK
KP- - - - AAAKPAABKAAP- KP- - - KAAPKPKAAKTE- - - T- - - - KPKRAAAP- - - - - - - - - - KAKKPAAE
KP- - - - AAAKPAABKAAP- KP- - - KAAPKPKATKKE- - - T- - - - KPKKAAAP- - - - - - - - - - KAKKPAAE
KP- - - - AAAKPAARKAAP- KP- - - KAAPKPKAAP- - - - - - - - - - KPKKAAAP- - - - - - - - - - KAKKPAA-

KP- - - - AAAKPAABKAAP- KP- - - KAAPKPKAAKKE- - - T- - - - KPKKAAAP- - - - - - - - - - KAKKPAVE
KP- - - - AAAKPS- BKVVA- KP- - - KAAPKPKASPKPKV- A- - - - KPKKAAAP- - - - - - - - - - KAKKPAAE
KP- - - - AAAKPT]- BKVAA- KP- - - KAAPKPKAAPKPKV- A- - - - KPKKAAAP- - - - - - - - - - KAKKPAAE
KT- - - - VAAKPYVEKVAS- KP- - - KASPKPKAAPKPKVAD- - - - KPKKAVAP- - - - - - - - - - KAKKPAAE
KT- - - - VTAKPUARKAAP- KP- - - KVAPKPKAAPKPKVAA: - - - KPKKAVAP- - - - - - - - - - KAKKPVAE
KT- - - - VTAKPYARKAVP- KP- - - KVAPKPKAAPKPKVAA: - - - KPKKAVAP- - - - - - - - - - KAKKPVAE
KP- - - - AAAKPYTRKATP- KP- - - KAAPKAKVAPKPKVAA: - - - KPKKAAAP- - - - - - - - - - KAKKPAAE
KP- - - - AAAKPYVEKVAP- KP- - - KAAPKAKVAPKPKVAT- - - - KPKKAASP- - - - - - - - - - KAKKPAAE
KP- - - - ATAKPUTHKVAP- KP- - - KATPKPKAAPKPKVAD- - - - KPKKAVAP- - - - - - - - - - KAKKSAAE
KQ- - - - AAVKPAARKAAP- KP- - - KAVPKPKAAKPKKE- A- - - - KPKKAAAP- - - - - - - - - - KAAKKPAQ
------ AVAKPAARKAAA. - - - - - KPAAKEPAAKASPKKA: - - - AAKPKAKP- - - - - - - - - - TPKKSTAA
------ AAAKPAARKAAA. - - - - - KPAAKKPAAKASPKKA: - - - AAKPKAKP- - - - - - - - - - TPKKSTPA
------ VAAKPAARKAAAPKP- - - KPAAKPKKEVKPKEEA: - - - KPKKAAAK- - - - - - - - - - PAK- PAAK
------ VAAKPAARKAAAPKP- - - KAAAKPKKEVKPKKEA: - - - KPKKAAAK- - - - - - - - - - PAKKPAAK
------ VAAKPAARKAAAPKPKAAKPAAKPAAI KAAPKPA: - - - AKKPAAKP- - - - - - - - - - AAKKPAAK
------ WWAKPAARKPAA- KP- VKKPEAK- KATKAA- KPA- - - - AKKVWAKP- - - - - - - - - - AAKKPAAK
------ WWAKPASEKAAAPKPKAAKPAAKKPEAKKATKAA: - - - AKKSVAKP- - - - - - - - - - VAKKPAAK
»»»»»» WWAKPASEKAAAPKPKAAKPAAKKPEAKKATKAA: - - - AKKPVAKP- - - - - - - - - - VAKKPAAK
AE- - - - KAKAKDARKVGTI KA: - KPTTAKAKSSAAKPKTP- - - - KPKTTSAKPKK- - - - - - - VVAAASPK
AE- - - - KAKAKDARKVGTI KA: - KPTTAKAKSSAPKPKTP- - - - KPKTTSAKPKK: - - - - - - VVAAASPK
AD- - - - KEKAKDARKTGTI KA: - KL TTAKAKSSATKPKTP- - - - KPKTTSAKPKK- - - - - - - WWSATTPK
AD- - - - KEKAKDARKTGTI KA: - KPTTAKAKSSATKPKTP- - - - KPKTTSAKPKK- - - - - - - WVSATTPK
AD- - - - KAKAKDARKTGTI KA: - KPTTAKAKSSATKPKTP- - - - KPKTKSAKPKK: - - - - - - WWSATTPK
TE- - - - KAKAKDABKTG | KS- - KPAATKAKVTAAKPKAV- - - - VAKASKAKP- - - - - - - - - AVSAKPKK
TE- - - - KAKAKDABKTG | KS- - KPAATKAKVTAAKPKA = - = - = - = < =« = x = xoe e e amoe oo

»»»»»» KAKAKDABKTG | KS- - KPAATKAKVTAAKPKAV- - - - VAKASKAKP- - - - - - - - - AVSAKP- -

KA- - - - AAPAKAABKAGSVKAP- KEKSTKPKAAAKKPKTP- - - - KPKK- - « - « - « =« <« <= - = - - AAPSK
AK:- - - - KPVKKITTEKKEKKK- - TPKKAPKKPAAKKSTPKK- - - - TPKKAAAKKPK: - - - - - - TAKPKKPA
AK:- - - - KAVKKITTEKKEKKK- - TPKK- - KTAATKKATPKK- - - - VTKKTAAKKPK: - - - - - - ATLP- - - -

VK- - - - KPAAK- ABKPAKK:- - AAKKPAAKKAAKKPAAK- - - - - - KPAKKAAKKPA: - - - - - - AKKAAKPA
VK- - - - KPAAKKARKPAAKKPAAKKPAAKK- AKKPAKKVA: - - - KPAKKAAAKP- - - - - - - - AKKAAKPA
VK- - - - KPAAKKARKPAAKK- AAKKPAAKKPAAKKAAAKP- - - - APAKKAAKKPA: - - - - - - AKKAAK- -

VK- - - - KPAAKKARKPAAKK- AAKKPAAKKPAAKKAAAKP- - - - APAKKAAKKPA: - - - - - - AKKAAK: -

- K- - - - KAATGDKEVKKAKSP- - - KKVAKPAAKKVAK- - - - - - - SPAK- - -« < x e oo KAAPKKI A
- K- - - - KAATGDKEVKKAKSP- - - KKVAKPAAKKVAK- - - - - - - SPAK- - -« < xce oo KAAPKKI A
- K- - - - KAATGDKEVKKAKSP- - - KKVAKPAAKKVAK- - - - - - - SPAK- - -« < cce oo KAAPKKI A
--------- KTEORVKKAKSP- - - KKI AKPAAKKVAK: - - - - - - SPAK- - = - = - - - - - - - - - KAAPKKA-

--------- KTEORVKKAKSP- - - KKI AKPAAKKVAK: - - - - - - SPAK- - = - = - - - - - - - - - KAAPKKA-

»»»»»»»» KKTADEVKKVKSP- - - KKI AKPTAKKVAK- - - - - = - SPAK- - - = - = - = - = - - - - KSAPKKAA
GD- - - - KAKKTEVEVKKVKSP- - - KKI AKSPVNKVTK: - - - - - - SPVKKI A- - - - - - KSSSVKAAPKKAA
GD- - - - KAKKTEVEVKKVKSP- - - KKI AKSPVNKVTK: - - - - - - SPVKKI A- - - - - - KSSSMKAAPKKAA
»»»»»»»»»» TEORVKKVKSP- - - KRI AKPAVKKVTKKAA:- - - - APTKSAANETAPKKAAATEAAPKKAA
AV- - - - AAKKSEKEAKKP- ATP- - KKAAKSPKKVKKPA: - - - - - - - - AAAKKAAKSPKKATKAAKPKAAK
AV- - - - AAKKSEKEAKKP- ATP- - KKAAKSPKKVKKPA: - - - - - - - - AAAKKAAKSPKKATKAAKPKAAK
AV- - - - AAKKSEKEAKKP- ATP- - KKAAKSPKKATK- - - = - = < = < - - AAKPKAAK- PKKAAKSPK- KVKK

AA- - - - AVKKSBKEAKKP- AAAATKKAAKSPKKAAKAGRP- - - - KKAA- - KSPAKAKAVKPKAAKPKAAK
AA- - - - AVKKSBKEAKKP- AAAATKKAAKSPKKATKAGRP- - - - KKTA- - KSPAKAKAVKPKAAKSKAAK
AA- - - - AVKKSBKEAKKP- AAAATKKAAKSPKKAAKAGRP- - - - KKAA- - KSPAKAKAVKPKAAKPKATK
AA- - - - AVKKSBKEAKKP- AAAATKKAAKSPKKAAKAGRP- - - - KKAA- - KSPAKAKAVKPKAAKPKATK
AA- - - - AAKKSBKEAKKP- AAAATKKAAKSPKKATKAAKP- - - - KKAATAKSPAKAKAVKPKAAKPKAAK
AA- - - - AAKKSBKEAKKP- AAAATKKAAKSPKKATKAAKP- - - - KKAATAKSPAKAKAVKPKAAKPKAAK
AV- - - - AVKKSBKEAKKP- AASATKKSVKSPK:- - - KAAKP- - - - KKAVAAKSPAKAKAVKPKAAKPKAAK
AV- - - - AVKKSBKEAKKP- AASATKKSAKSPKKVTKAVKP- - - - KKAVAAKSPAKAKAVKPKAAKPKAAK
AV- - - - AVKKSBKEAKKP- AAAATKKAAKSPKKVTKAAKP- - - - KKAVAVKSPAKAKAVKPKAAKPKATK
AA- - - - - - KKTPKEAKKPAAAAVTKKVAKSPKKAKVT- - - - - - - KPKK- VKSAS- - - - - - - KAVKPKAAK
SA------ KKTPKEAKKPAAATVTKKVAKSPKKAKVA: - - - - - - KPKKAAKSAA- - - - - - - KAVKPKAAK
ST------ KKTRKEAKKP- - AAGAKKA- KSPKKAKAT- - - - - - - KAKKAPKSPAKARAVKPKAAKPKT SK



Hi stone H1

287652_Rat t us_norvegi cus
1170151_Mus_nuscul us
11418835_Hono_sapi ens
1170155_Mus_nuscul us
87668_Hono_sapi ens
11418847_Hono_sapi ens
87667_Hono_sapi ens
1082445_Hono_sapi ens
1170154_Mus_nuscul us
70663_0Oryct ol agus_cuni cul us
2292938 _Mis_nuscul us
4885373_Hono_sapi ens
70669_Xenopus_| aevi
121918_Xenopus_| aevi
2118971_Xenopus_| aevi
422611_Xenopus_| aevi
121924_Xenopus_| aevi
121923_Xenopus_| aevi
70670_Xenopus_| aevi
214278_Xenopus_| aevi s
14549637_Buf o_buf o_gagari zans
11418831_Hono_sapi ens
9863665_Hono_sapi ens
14752055_Hono_sapi ens
183751_Hono_sapi ens
1708098_Hono_sapi ens
342114 _Macaca_nul atta
70666_Sus_scrof a_donesti ca
458393_Mus_nuscul us
297754_Mus_nuscul us
6981006_Rat t us_nor vegi cus
12653315_Honp_sapi ens
544469_Mtil us_trossul us
348549_Mtil us_trossul us
262506_Mytil us_cal i forni anus
214233_Xenopus_| aevi s
1870694_Psamechi nus_miliaris
729668_Lycopersi con_pennel | ii
825521_Lycoper si con_escul entum
7595978_Lycopersi con_chi |l ense
5726575_Ni coti ana_t abacum
1809305_Ar abi dopsi s_t hal i ana
14594811 _Beta_vul gari s
5230781_Triti cum aestivum
11558848_Triti cum aestivum
5230783_Triti cum aesti vum
5230790_Triti cum aesti vum
5230788_Triti cum aesti vum
121958_Triti cum aestivum
7439656_Triti cum aestivum
2980893_Triti cum aesti vum
5230785_Triti cum aesti vum
22321 Zea_mays
6474950_Lilium]longiflorum
2641211 Fritillaria_agrestis
16314_Ar abi dopsi s_t hal i ana
7523700_Ar abi dopsi s_t hal i ana
13430598_Ar abi dopsi s_t hal i ana
6752901_Euphor bi a_esul a
556345_Pi sum sati vum
3204127_Ci cer_ari eti num
2623960_Api um gr aveol ens
81905_Pi sum sati vum
6681423 _Ni coti ana_t abacum
1084419_Ni coti ana_t abacum
3021487_Lycopersi con_escul entu
629668_Lycoper si con_escul entum
13540401_Lens_culinaris
13540405_Lens_culinaris
13540403_Lens_culinaris
13540393_Pi sum sati vum
13540391_Pi sum sati vum
13540395_Pi sum sati vum
13540397_Lat hyrus_sati vus
13540399_Lat hyrus_sati vus
1245478_Di ctyost el i um di scoi de
1708099_Di ctyost el i um di scoi de
2118977_Chl anydononas_r ei nhard
571480_Chl anydonpnas_r ei nhar dt
349587_Vol vox_carteri
541544 _Vol vox_carteri
290687_Eupl ot es_eur yst onus
Consensus/ 80%
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ST------ KKTBKEAKKPAAAAGAKKA- KSPKKAKAT- - - - - - - KAKKAPKSPAKARAVKPKAAKPKTSK
ST------ KKTBKEAKKPAAAAGAKKA- KSPKKAKAT- - - - - - - KAKKAPKSPAKAKTVKPKAAKPKTSK
SA------ KKTBKEAKKPAAAAGAKKA- KSPKKAKAA: - - - - - - KPKKAPKSPAKAKAVKPKAAKPKTAK
TA------ KKTRKEAKKPAAAAGAKKVSKSPKKVKAA- - - - - - - KPKKAAKSPAKAKAPKAKASKPKASK
Sl-vee-- KKTBKEVKKPATAAGTKKVAKSAKKVKTP- - - - - - - QPKKAAKSPAKAKAPKPKAAKPKSGK
Sl-vve-- KKTBKEVKKPATAAGTKKVAKSAKKVKTP- - - - - - - QPKKAAKSPAKAKAPKPKAAKPKSGK
AV------ KKTBKEAKKPA- AAGVKKVAKSPKKAKAAA- - - - - - KPKKATKSPAKPKAVKPKAAKPKAAK
AV------ KKTRKEAKKPA- AAGVKKVAKSPKKAKAAA- - - - - - KPKKATKSPAKPKAVKPKAAKPKAAK
TV------ KKTRKEAKKPA- AAGVKKVAKSPKKAKAAA- - - - - - KPKKAAKSPAKPKAVKSKASKPKVTK
AV-- - - -- KKTPKEAPKPK- AAAKPKVAK- PK- - - - - - - - - - - - SPAKVAKSPKKAKAVKPKAAKPKAPK
———————— VKTPKEPKKP- - - AVSKKTSKSPKKPKWV- - - - - - - KAKKVAKSPAKAKAVKPKASKAKVTK
———————— VKTPKEAKKP- - - AATRKSSKNPKKPKTV- - - - - - - KPKKVAKSPAKAKAVKPKAAKARVTK
S----- AAAKSPKELKKP- - - - - - AKAAKS- - - == - mmmemm e PAKKTAVKPKVAAKSPAK
S----- AAAKSPKELKKP- - - - - - AKAAKS- - - == - mmm e PAKKTAVKPKVAAKSPAK
S----- AAAKSPKELKKP- - - - - - AKAAKSPAKKPKAA- - - - - - KPKKATKSPAKKTAVKPKVAAKSPAK
SA- - - - AAAKSPKEAKKP- - - - - - VKAAKSP- KKPKAV- - - - - - KSKKVAKSPAKK- ATKPKAAKAKI AK
SA- - - - AAAKSPKEAKKP- - - - - - VKAAKSP- KKPKAV- - - - - - KPKKVTKSPAKK- ATKPKAAKAKI AK
SA- - - - AAAKSPKEAKKP- - - - - - VKAAKSP- KKPKAV- - - - - - KSKKVTKSPAKK- ATKPKAAKAKI AK
S----- AAAKSPKEVKKL- - - - - - AKAAKSP- KKPKAV- - - - - - KAKKVAKSPAKK- ATKPKTAKS- PAK
S---- AAAKSPKEVKKL- - - - - - AKAAKSP- KKPKAV- - - - - - KAKKVAKSPAKK- ATKPKTAKS- PAK
PA- - - - KSPKKTKBAAAA- - - - - - KKAAKSPKKPKAAP- - - - - - KPKKLAKSPAKK- AAKPKAAKSPAKK
———————— AKTNKRAKKP- RATTP- KTVRSGRKAKGA: - - - - - - KGKQQQKSPVKARASKSKLT- - - - QH
———————— AKTNKRAKKP- RATTP- KTVRSGRKAKGA: - - - - - - KGKQKQKSPVKARASKSKLT- - - - QH
———————— AKTNKRAKKP- RATTP- KTVRSGRKAKGA- - - - - - - KGKQQQKSPVKARASKSKLT- - - - QH
———————— AKTNKRAKKP- RATTP- KTVRSGRKAKGA- - - - - - - KGKQQQKSPVKARASKSKLT- - - - QH
———————— AKTNKRAKKP- RATTP- KTVRSGRKAKGA: - - - - - - KGKQKQKSPVKARASKSKLT- - - - QH
———————— AKTNKRAKKP- RATAPKKAVRSGRKAKGA: - - - - - - KGKQQQKSPVKARATKPKLT- - - - QH
-------- AKANKRAKKS- RTTAAQKAARSGRKTKEA- - - - - - - KVKQORKSPAKARAAKPKAGNPKLTQ
———————— SKT- KAVKKP- KATPT- KASGSRRKTKGA- - - - - - - KGVQORKSPAKARAANPNSGKAKWM
———————— SKT- KAVKKP- KATPT- KASGSGRKTKGA- - - - - - - KGVQORKSPAKARAANPNSGKAKWM
-------- SKT- KVVKKP- KATPT- KGSGSRRKTKGA- - - - - - - KGL QQRKSPAKARATNSNSGKSKWM

——————— AAGSRRADKKP- - ARGQKPEQRSHKKGAGAKKD- - - - KGGKAKKTAAAGGKKVKKAAKPSVPK
NK- - - - SNNAKAKESPRKKAAVKKSTKSKAKKPKSPKKKA- - - - AKKTARKSPKKKARKSPKKKAAKKSK
NK- - - - SNNAKAKEISPKKK- = - - = = - = < c oo e e e
NK- = = = SN - - - o e e e e e e e e e oo
EK:- - - - PKVAKSKEDKEAKEVDKANKEAKEVDKANKEAKE- - - - VDKAPAKKPKAKTEAAKAEGGGKAKK
SA- - - - NATPKBRLSKSRAI VRRSKSQSPAPSKLKSI RKL- - - - ASKSPAKKSKSKSPAKKPKSKAATTK

Ro-omonn- TRKSTPAKAKQPK- = - = - = = = = = = = = =« x e ot et et e e
Ro-omonn- TRKSTPAKAKQPK- = - = = = = = = = = =« = e e o e o m e et e e
Ro-omon-- TRKSTPAKAKQPK- = - = - = = = = = = =« = e e o e o ettt e
(S AKKSAPAKAKQPK- = - = = = = = = = = o« = e e o e o e e et e
---------------- KARQPK- = - = = = = = = = = =« e e ot ot e e e e
Poeeen - Al ABRSKRSKPK- = - = = = = = = =« x = e e ot o et e e
--(5) - - - PKABARPKAAAKPK- - - - - - AKAAAKKAP- - - - - - - AAATPKKP- AARKPP- - - TKRATPV-
--(5) - - - PKABABPKAAAKPK- - - - - - AKAAAKKAP- - - - - - - AAATPKKP- AARKPP- - - TKRATPV-
--(5) - - - PKABABPKAAAKPK- - - - - - AKAAAKKAP- - - - - - - AAATPKKP- VARKPP- - - TKRATPV-
--(5) - - - PKABSEPKAAAKPK- - - - - - AKAAAKKAP- - - - - - - AAATPKKPAAARKPP- - - TKRATPV-
--(5) - - - PKABSEPKAAAKPK- - - - - - AKAAAKKAP- - - - - - - AAATPKKPAAARKPP- - - TKRATPV-
--(5) - - - PKABAR- - KAPKPK- - - - - - AKAAAKKGA: - - - - - - GAATPKKP- AARKPP- - - TKAATPV-

- - (25) - - PKPAARTKAPAKPRGRPRKAAKT SAKDAPGKK- APAAASTPKKA- APRKPP- - - TKRSAPV-
KA( 28) - - PKPAARAKAPAKPRGRPAKAAKT SAKDAPGKK- APAAAATPKKA- APRKPP- - - TKRSAPV-
- - (19) - - TKAAABPKAAAKPKGPPAKAAKT SAKDAPGKN- AGAAA- - PKKP- AARKPP- - - TKRSTPV-
- - (7) - - - AKPKABPAAKAKPKTAGAK- PKPLAKKAG: - - - RAKAAKTSAKDTPGKKAP- - - AKKAAPS-

--(3) - - - EPAAPHEPKAVSKPK- - - - - AVAPKPKTAG - - - - - - PAKKAKTS- - AKPSP- - - SKKAAPVA
--(9) - - SKPAALEPNTVTKSK- - - - - TVALKCGKTAGR- - - - - - PAKAAKTS- - VKAAP- - - GKKAAPVA
K- ( 12) KRKAVDARPKAKARPAKAAKTAKVTSPAKK- - - - - - - - - AVAATKKVATVATK- - - - - KKTPVK
K- (12) KRKAVDARPKAKARPAKAAKTAKVTSPAKK- - - - - - - - - AVAATKKVATVATK- - - - - KKTPVK
KV( 14) KTKAVAARPKAKERPAKASRTSTRTSPGKK- - - - - - - - - VAAPAKKVAVT- - - - - - - - KKAPAK
A- (8) GKPKTVAARP- - - - - - AKVAKTAAVASPGKK- - - - - - - - - KAVPVKKVKTV- - - - - = = - oo - -

K- (5) SRSQS- CAMAEAVAKPK- - - - AKS- - - - - - - - - oo - - VKATPVKKAVAKKVVKKAKSVKSPAK
K- (11) KAQS- ENEAENGAKPK- - - - AKT- - - - - == === - - - - VKTTPVKKAVAK- - - - - - TTKKVPVK
K- (8) AKAKP- AABAKPAAKPK:- - - - AKAKPAKVARTSTR( 16) KKATPVKKATATPVKKAAPVKKAAPA
P- (12) KTKPTAABPKAVVKPK:- - - - SKVKPAKVAKTS- - - - - - VKTTPGKKVAAVK- - - KVAAKKVPVK

K- (14) PKAAAVARPKAAEKPK:- - - - TPVKTKAAAKP- - - ( 11) TRSTP- SRKAAPKP- - - - VAKKAPVK
RQ( 14) PKAAAVAMPKAAEKPK:- - - - TPVKTKAAAKPKA- ( 11) TRSTP- SRKAAPKP- - - - VAKKVPVK
K- (12) PK- AVWARPKAAVKPK:- - - - APVKAKAAVKPKAA( 11) TRSTP- SRKAAPKP- - - - AVKKAPVK
A- (16) PKAAAAARPKAAVKPKA- - - APAKTKAAVKPNLK( 12) TRTTP- SRKAAPKAT- - - PAKKEPVK
A-(10)-------- PAAKAKPAAKAKPAAKAKPAAKAKPA( 16) TRTSPGTRAAAPKPA- - - AKKAAPAK
A- ( 14) TAAVAKABPAAKAKPAAKAKPAAKAKPAAKAKPA( 16) TRTSPGTRAAAPKPA- - - AKKAAPAK
A- (14) TAAVAKABPAAKAKPAAKAKPAAKAKPAAKAKPA( 16) TRTSPGTRAAAPKPA- - - AKKAAPAK
A- (14) PVKTABABPAAKAKPAAKPKAAAKAKPAAKAK- - (12) TRTSPAAAAAAPKPA- - - AKKAAPVK
A- (14) PVKTAAABPAAKAKPAAKPKAAAKAKPAAKAKPA( 16) TRTSPAAAAAAPKPA- - - VKKAAPVK
A- (20) PVKTAAABPAAKAKPAAKPKAAAKAKPAAKAKPA( 16) TRTSPAAAAAAPKPA- - - AKKAAPVK
A- (14) PAKTVAABPAAKAKPAAKPKAAAKAKPAAKAKPA( 16) TRTSPAAKAAAPKPA- - - VKKAAPVK
A- (14) PAKTVAABPAAKAKPAAKPKAAAKAKPAAKAKPA( 16) TRTSPAAKAAAPKPA- - - VKKAAPVK

Lem---- L YYNYYSYYY_————
Acnnnn- AKKNSABVTKAVSKKP- - - - - = = = = = = = o e e e e e e oo
EG - - - EKKKABKPAKAEKKPKAAKPAKKT- TKKAAAK- - - - - - PKAEKKPKAAAKPKAE- - - - KKPKAA
EG- - - - EKKKABKPAKAEKKPKAAKPAKKTPTKKAAAK- - - - - - PKAEKKPKAAAKPKAE- - - - KKPKAA
E----- KKPKAAKEPKAAKKPAAKKPAAKKPAAKKATP- - - - - - KKAAAPKKAAAPKKAKAATPKKAKAA
E----- KKEKVEKE- KAT- - PKAEKP- KKAATPKSAGK- - - - - - KKATPKPKAAPKSPAK- - - - KDAKPK
S-mnn-- KATEBSAKKASARKSSAKKPAKGEKKKSAKKNE - - - = = < = < = < << oo oo oo oo
......... hosh+. hoooo o he he
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6967152_Eneri cel | a_ni dul ans
6539754_Ascobol us_i nmer sus
70672_Par echi nus_angul osus
85353_Strongyl ocent r ot us_nudus
103649_Par echi nus_angul osus
70673_Echi nol anpas_crassa
2842453 Mytilus_edul i
2842459_Mtil us_edul i
2842447_Mtilus_eduli
2842451_Mtilus_edul i
2842461_Mtil us_edul i
1403583_Xenopus_| aevi s
1403585_Xenopus_| aevi s
51313_Mus_nuscul us
1346247_Mis_nuscul us
6981004_Rat t us_nor vegi cus
631842_Rat t us_norvegi cus
288640_Rat t us_nor vegi cus
4808240_Hono_sapi ens
1314714_Schi st osona_nansoni
85365_St rongyl ocent r ot us_pur pu
121920_Pl atynerei s_dunerilii
121917_Pl atynerei s_dunerilii
2564105_Chaet opt er us_vari opeda
1085852_Ti gri opus_cal i fornicus
729660_Chi rononus_t ent ans
2232182_Chi rononus_t ent ans
729664 _Chi rononus_t ent ans
729659_Chi rononus_t ent ans
633704_Chi rononus_t hunm
7087_Chi rononus_t hunm
535595_Chi rononus_t hunmi
454115_Chi rononus_t hunmmi
454119_Chi r ononus_t hunmi
535594 _Chi r ononus_t hunmi
535593_Chi rononus_t hunmi
454121 _Chi rononus_t hunmi
2232176_Chi rononus_t humi _t hum
2232178_Chi rononus_t hummi _t hum
729655_d ypt ot endi pes_bar bi pes
457124 _d ypt ot endi pes_sal i nus
729653_d ypt ot endi pes_bar bi pes
729665_Chirononus_pal lidivitta
729666_Chi rononus_t ent ans
699583_Chi rononus_dorsal i s
454105_Chi r ononus_t hunmm
454117_Chi r ononus_t humm
542536_Chi ronomus_t hunm _t humm
1170157_Dr osophi | a_hydei
7432_Dr osophi | a_hydei
1527211 _Drosophila_virilis
1208204_Drosophila_virilis
11386768_Drosophila_virilis
84998_Dr osophi | a_nel anogast er
70671_Dr osophi | a_nel anogast er
103195_Dr osophi | a_nel anogast er
14269419_Rhynchosci ara_aneri ca
10248_Strongyl ocentr ot us_pur pu
467294 _Par echi nus_angul osus
161403_Psanmechinus_niliaris
9617_Lyt echi nus_pi ctus
161518_Strongyl ocentrot us_purp
121921_Strongyl ocentrotus_purp
85364_St rongyl ocent r ot us_pur pu
84445_Caenor habdi ti s_el egans
84444 _Caenor habdi ti s_el egans
7506068_Caenor habdi ti s_el egans
84446_Caenor habdi ti s_el egans
2407325_Caenor habdi ti s_el egans
7494631_Caenor habdi ti s_el egans
7496315_Caenor habdi ti s_el egans
2582563_Caenor habdi ti s_el egans
7439648_Caenor habdi ti s_el egans
70668_Oncor hynchus_nyki ss
121951_Oncor hynchus_nyki ss
70667_Sal no_sp.
121943_Anas_pl atyr hynchos
121944_Gal l us_gal | us
86286_Gal | us_gal | us
63478_Gal | us_gal | us
211835_Gal l us_gal | us
2506498_Gal | us_gal | us
86291_Gal | us_gal | us
121900_Gal | us_gal | us
86287_Gal | us_gal | us
121905_Mus_nuscul us
12803629_Honp_sapi ens
204595_Rat t us_nor vegi cus
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»»»»»»»»»» ATKKTAKNKKA: - - - = = =< = = - = -
KAA- - - - - - - APKKAATPAKSS- - - = -« =« = - = - = -
(S AKKPAKKSPKKKK( 5) KKAKKA( 29)

Keoemmemnn AKKPAKKSPKK- - - - - - - AKKAAGKR
--------- AKPKAKKTPKKK:- - - < - == =« ==« - -
--------- AKPKAKKTPKKK- - - = < = < =< = <« -
--------- AKPKAKKTPKKK- - - = < = < - =< = =« -
--------- AKPKAKKTPKKK- - - = < = = - =< = =« -
--------- AKPKAKKTPKKK- - - = < = < =< = =« -
--------- KAKASPKKSGRKK- - - = < = = - = = = =« -
--------- KAKASPKKSGRKK- - - = < = = - = = = = - -
--------- KAKSSAKRGSKKK- - - = < = = - == = = - -
--------- KAKSSAKRASKKK- - - = < - = - =< = = - -
--------- KAKSSAKRASKKK- - - =« - = - =« = = - -
--------- KAKSSAKRASKKK- - - =« = = - =< ==« -
--------- KAKSSAKRASKKK- - - = < - = - == = = - -
--------- KAKSSAKRAGKKK- - - = < = = - == == - -

>>>>>

»»»»»»»»» TPKKAAKKPAAKKSK- - - - - - - « - - - -
»»»»»»»»» VKKTSPKKKAAPKKK- - - - - - - = - - - -
--------- KKPKAAKKPAAKKA: - - - - -« = < = - - -
»»»»»»»»» KKPKAAKKPAAKKA: - - - - -« = < = - - -
---------- KPKAAKKPAAKKA: - - - - - = - = - - - -
--------- KKPKAAKKPAAKKA: - - - - -« = - = - - -
--------- KKPKAAKKPAAKKA: - - - - -« = < = - - -
--------- KKPKAAKKPSAKKA: - - - - =« = - = - - -

--------- KKPKAAKKPAAKKA: - - < - < - = < = = - -
--------- KKPKAAKKPAAKKA: - - < - < - = < = < - -
--------- KKPKATKKPAAKKA: - - < - < - = < = < - -
--------- KKPKAAKKPAAKKA: - - < - = - = < = = - -
--------- KKPKAVKKPAAKKA: - - < - = - = < = = - -
--------- KKPKAAKKPAAKKA: - - < - = - = < = - -
--------- KKPKATKKPAAKKA: - - < - < - = < = = - -
--------- KPKAAAKKPAKKSK: - - - - = - = < - = - -
--------- KPKAAARKPAKKSK: - - - - = - = < = = - -
--------- PAKKPAAKKAK- - - - - =« = < =< =<« -
--------- PAKKPAAKKAK: - - < - =« = < = =< =< < -

----------- KAAPKKAAAPKKK- - - - - < - - « - -
---------- XKKAAKSK- - = - =« ==« == 2o ao

VTKAATKKTPARKAVGTAPKA: - - - < = < =« =« - « - -
PKA- AKA: - - - - KKAAPKKK- - - = - = =« === =< =< -
PKA- AKA: - - - - KKAAPKKK- - - = - = == === =< =< -
PAA- AKK- - < - = =« =« w o mm e
PKA- AKA: - - - - KKAAPKKK- - - = - = == ===« =< -
PKA- AKA: - - - - KKAATKKK- = - = - = =« ===« =< -
PKA- AKA: - - - - KKTAAKKK- - - = -« == === << -
PKA- AKA: - - - - KKTAAKKK- - - = - = =« == =< -« -
PKA- AKA: - - - - KKAAAKK: - < - <« === 2o oo -
PKA- AKA: - - - - KKAAAKK: - « - = -« =« oo e e
PKA- AKA: - - - - KKAAAKKK- - - = -« -« = <o c -
PKA- AKA: - - - - KKAAAKKK- - - = - « - = =« oo o

PKA- AKA: - - - - KKAAPKKK- - - = - = -« =< oo« -
PKV- AKA: - - - - KKVAAKKK- - - = -« -« = <o e oo -
PKV- VKP- - - - - KKAAPKKK- - - = - = -« =< oo« -
PKA- AKP- - - - - KKTAAKKK- - - = -« =« = oo e
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287652_Rat t us_norvegi cus
1170151_Mus_nuscul us
11418835_Hono_sapi ens
1170155_Mus_nuscul us
87668_Hono_sapi ens
11418847_Hono_sapi ens
87667_Hono_sapi ens
1082445_Hono_sapi ens
1170154_Mus_nuscul us
70663_0Oryct ol agus_cuni cul us
2292938 _Mis_nuscul us
4885373_Hono_sapi ens
70669 _Xenopus_| aevi s
121918_Xenopus_| aevi
2118971_Xenopus_| aevi
422611_Xenopus_| aevi
121924_Xenopus_| aevi
121923_Xenopus_| aevi
70670_Xenopus_| aevi s
214278_Xenopus_| aevi s
14549637_Buf o_buf o_gagari zans
11418831_Hono_sapi ens
9863665_Hono_sapi ens
14752055_Hono_sapi ens
183751_Hono_sapi ens
1708098_Hono_sapi ens
342114 _Macaca_nul atta
70666_Sus_scrof a_donesti ca
458393_Mus_nuscul us
297754_Mus_nuscul us
6981006_Rat t us_nor vegi cus
12653315_Honp_sapi ens
544469_Mtil us_trossul us
348549_Mtil us_trossul us
262506_Mytil us_cal i forni anus
214233_Xenopus_| aevi s
1870694_Psamechi nus_miliaris
729668_Lycopersi con_pennel | ii
825521_Lycoper si con_escul entum
7595978_Lycopersi con_chi |l ense
5726575_Ni coti ana_t abacum
1809305_Ar abi dopsi s_t hal i ana
14594811 _Beta_vul gari s
5230781_Triti cum aestivum
11558848_Triti cum aestivum
5230783_Triti cum aesti vum
5230790_Triti cum aesti vum
5230788_Triti cum aesti vum
121958_Triti cum aestivum
7439656_Triti cum aestivum
2980893_Triti cum aesti vum
5230785_Triti cum aesti vum
22321 Zea_mays
6474950_Lilium]longiflorum
2641211 Fritillaria_agrestis
16314_Ar abi dopsi s_t hal i ana
7523700_Ar abi dopsi s_t hal i ana
13430598_Ar abi dopsi s_t hal i ana
6752901_Euphor bi a_esul a
556345_Pi sum sati vum
3204127_Ci cer_ari eti num
2623960_Api um gr aveol ens
81905_Pi sum sati vum
6681423 _Ni coti ana_t abacum
1084419_Ni coti ana_t abacum
3021487_Lycopersi con_escul entu
629668_Lycoper si con_escul entum
13540401_Lens_culinaris
13540405_Lens_culinaris
13540403_Lens_culinaris
13540393_Pi sum sati vum
13540391_Pi sum sati vum
13540395_Pi sum sati vum
13540397_Lat hyrus_sati vus
13540399_Lat hyrus_sati vus
1245478_Di ctyost el i um di scoi de
1708099_Di ctyost el i um di scoi de
2118977_Chl anydononas_r ei nhard
571480_Chl anydonpnas_r ei nhar dt
349587_Vol vox_carteri
541544 _Vol vox_carteri
290687_Eupl ot es_eur yst onus
Consensus/ 80%
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PKA- AKP- - - - - KKTAAKKK- - - « - < = == =« =< - -
PKA- AKP- - - - - KKTAAKKK- - - « - < = ===« =< - -
PKA- AKP- - - - - KKAAAKKK- - - « - < = == =« = < - - -
PKA- TKA: - - - - KKAAPRKK- - - « - « = = = =« = < - -
PKV- TKA- - - - - KKAAPKKK- - - « - < = == =« = < - -
PKV- TKA- - - - - KKAAPKKK- - - « - < = == =« =< - -

PKA- AKP- - - KAKKAAAKKK- - - - - « = = =« == < - -
PKA- AKPKAAKAKKAAAKKK- - - - - - - = = = == - - -
PKT- AKPKAAKAKKAVSKKK- - - - - = - - = < == < - - -
PKA- AKAK- - - - KTAAKKKK- - - - = = - = = - == < - - -
PKTPAKP- - - - - KKAAPKKK- - - = - = < = = == - - -
PKT- AKP- - - - - KKAAPKKK- - - =« = = = ==« o«
A KAAKPKVAKAKKAAPKKK- - - - < - = - == == - - -
A KAAKPKVAKAKKAAPKKK- - - - < - = - = = == < - -
A KAAKPKVAKAKKAAPKKK- - - - < - = - = = == - - -
P- KI AKAKAPKGKKAAAKK: - - - - = < = = == - == - - -
P- KI AKAKAAKGKKAAAKK: - - - - = < = = == - == - - -

A KVAKPKAAKAKKPAPKK- - = - = < == - == === - -
A- KVAKPKAAKAKKPAPKK- - - - - - = < = =« =« = < -

AAKSPAKKAAKAKKSAAKK: - - = - = - < =« = <« <o -
HEV- - NV- - - - - RKATSKK: - = -« = < = === c oo - -
HEV- - NV- - - - - RKATSKK: - = -« = < = === e oo - -
HEV- - NV- - - - - RKATSKK: - = -« = < = === c oo - -
HEV- - NV- - - - - RKATSKK: - = -« = < = === e oo - -
HEV- - NV- - - - - RKATSKK: - = -« = < = === c oo - -
HKA- - NI - - - - - RKATSRK: - = =« = < = === c oo - -
QKT--NP- - - - - RKATNRK: - = -« = < = == <o oo - -
QKT--DL----- RKAAGRK: - = -« = < = === c = o = -
QKT--DL----- RKAAGRK: - = =« = < = == === o = -
QKT--DL----- RKAAGRK: - = =« = < = == == oo = -
VPK- === w e mmme o GRK- == mmmmmmmm e
7

EPPKAK:- - AKDVKAQKDSTDEGA( 5) KKGKKVTN- -
TSPAATGKAKAKKTVWKKKDKTP( 5) KTTKKKI NK-
------------ SI KSPAAKR: - - - - AKKI AV- - - -
------------ SI KSPAAKR: - - - - AKKI AV- - - -
------------ SI KSPAAKR: - - - - AKKI AV- - - -
------------ SI KSPAAKR: - - - - AKKVAA- - - -
------------ SI KSSVGKKK- - - - AMKASAA. - -

------------ QKLLKTI KK- - - - - - - KANA- - - -
----------- KKAAPAKKPA:- - - - - AKKAKK- - - -
»»»»»»»»»»» KKAAPAKKPA: - - - - AKKAKK- - - -
----------- KKAAPAKKPA: - - - - AKKAKK- - - -
----------- KKAAPAKKPA: - - - - AKKAKK- - - -
----------- KKAAPAKKPA: - - - - AKKAKK- - - -
----------- KKAA- RKKPA- - - - - AKKAKK- - - -
----------- KKATPAKKAP- - - - - AKKAKK- - - -
----------- KKATPAKKAP- - - - - AKKAKK- - - -
----------- KKAAPAKKAAPA( 5) AKKAKK:- - - -
----------- KKAATPVRKAP- - - - SRKAKK- - - -
Sememannn- KKAKPVKKATA- - - - PKKAKK- - - -
Lommmmmmme- KKAKAGKKVTT- - - - PKKAKK- - - -
Ke=on-- VVKPKTVKSPAKRAS- - - - SRVKK- - - - -
S VVKPKTVKSPAKRAS- - - - SRVKK- - - - -
Saen-- VK- - - - VKSPAKRAS- - - - TRKAKK: - - -
-------------- KSPAGKRT- - - - RK- - - - - - - -
--------- KVKSVKTPVKK- - - - - - AKK- - - - - - -
--------- KPKSVKTPVKK- - - - - - AKK- - - - - - -
--------- KGKSVKTPVKRTS- - - - ARKAGKK- - -
Seennn VKAKSVKSPVKKVS- - - - VKRGGRK- - -

KAAPAAKSVKAKTAKSPAKRAS- - - - ARKGRK- - - -
KAAPAAKSVKAKTAKSPAKRAS- - - - ARKGRK- - - -
------- SVKSKTVKSPAKKAS- - - - ARKAKK- - - -
------- KAPAKNVKSPAKKAT- - - - PKRGRK- - - -
K- APVKAAAK- - TAKSPAKKAA- - - - AKRGKK- - - -
K- APVKAAAK- - TAKSPAKKAA- - - - AKRGKK- - - -
K- APVKAAAK- - TAKSPAKKAA- - - - AKRGKK- - - -
K- TPVKAAAKAKTAKSPAKKAA- - - - AKRGKK- - - -
K- TPVKAAAKAKTAKSPAKKAA- - - - AKRGKK- - - -
K- TPVKAAAKAKTAKSPAKKAA- - - - AKRGKK- - - -
K- TPVKAAAKAKTAKSPAKKAA- - - - AKRGKK- - - -
K- TPVKAAAKAKTAKSPAKKAA- - - - AKRGKK- - - -
»»»»»»»»»»» AAKKAPSKKVA- - - - AKK- - - - - - -
K- - - PKAEKKAKAAKPAAKKSAEKKP- KAAKKA- - -
K- - - PKAEKKAKAAKPAAKKSAEKKP- KAAKKA- - -
T- - - PKKAKAAAKPKAAAKPKAA( 4) AKAAKKA- - -
K- - - ATPSKKAAPKKAPAKKSTP( 4) AKSKGKK- - -
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